
(b) Ceramides 

human HI scrape

E17.5 el12/el12

14dpg el12/el12

Controls (def. as 1)

C
e
r 

1
6
:0

C
e
r 

1
8
:1

C
e
r 

1
8
:0

C
e
r 

2
0
:0

C
e
r 

2
2
:0

C
e
r 

2
4
:1

C
e
r 

2
4
:0

To
ta

l C
e
r

* * * * ** * *

*** * * ** *** *** ****

* * * * * **

41 24122

( c) Glucosylceramides 
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(d) Dihydroceramides 
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(a) Cholesterol & Esters 
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(e) Acylceramides 
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(f) Acylglucosylceramides 

21 123

***
**

** * ** **

*

(Not detected)

Fig1



SM

Cer

GlcCer

Cer

dhCer

Chol

AcylCer

DAG

AcylGlcCer

Intracellular

Extracellular

TAG

(    HI) 0.5 111.51

c) Sphingomyelin 

S
M

 1
6
:0

S
M

 1
6
:1

S
M

 1
8
:1

S
M

 1
8
:0

To
ta

l 
S

M

S
M

 2
0
:0

S
M

 2
0
:1

S
M

 2
2
:0

S
M

 2
2
:1

S
M

 2
6
:1

S
M

 2
4
:0

S
M

 2
4
:1

S
M

 2
4
:2

*

*

*

**
*

** **

*

*

*

* *

*

*

*

*

*

*

*

human HI scrape

E17.5 el12/el12

14dpg el12/el12

Controls (def. as 1)

( a) Diacylglycerol 
D

G
 1

4
:0

 1
4
:0

D
G

 1
4
:0

 1
6
:0

D
G

 1
4
:1

 1
6
:0

D
G

 1
6
:0

 1
6
:0

D
G

 1
4
:0

 1
8
:1

D
G

 1
4
:0

 1
8
:2

To
ta

l 
D

A
G

D
G

 1
6
:0

 1
8
:0

D
G

 1
6
:0

 1
8
:1

D
G

 1
6
:0

 1
8
:2

D
G

 1
6
:1

 1
8
:1

D
G

 1
6
:0

 2
0
:0

D
G

 1
8
:0

 1
8
:0

D
G

 1
8
:0

 1
8
:1

D
G

 1
8
:0

 1
8
:2

D
G

 1
8
:1

 1
8
:2

D
G

 1
8
:1

 1
8
:3

D
G

 1
8
:1

 2
0
:0

D
G

 1
8
:0

 1
6
:1

0.01 2.51

** **

*

* ** * * ** * * ** * * ** * *

*

* * * * ** *

(b) Triacylglycerol 

0.01 111

* ** ** ** * * ** * ** ** ** ** * * ** * *

T
G

 1
4
:0

 1
6
:0

 1
8
:2

T
G

 1
4
:0

 1
6
:1

 1
8
:2

T
G

 1
4
:0

 1
8
:0

 1
8
:1

T
G

 1
4
:1

 1
6
:0

 1
8
:1

T
G

 1
4
:1

 1
6
:1

 1
8
:0

T
G

 1
4
:1

 1
8
:0

 1
8
:2

T
G

 1
5
:0

 1
8
:1

 1
6
:0

T
G

 1
6
:0

 1
6
:0

 1
6
:0

T
G

 1
6
:0

 1
6
:0

 1
8
:0

T
G

 1
6
:0

 1
8
:0

 1
8
:1

T
G

 1
6
:0

 1
8
:1

 1
8
:1

T
G

 1
6
:0

 1
8
:1

 1
8
:2

T
G

 1
6
:0

 1
8
:2

 1
8
:2

T
G

 1
6
:1

 1
6
:1

 1
6
:1

T
G

 1
6
:1

 1
8
:1

 1
8
:2

T
G

 1
7
:0

 1
6
:0

 1
6
:1

T
G

 1
7
:0

 1
6
:0

 1
8
:0

T
G

 1
7
:0

 1
8
:1

 1
4
:0

T
G

 1
7
:0

 1
8
:1

 1
6
:0

T
G

 1
8
:0

 1
8
:0

 1
8
:0

T
G

 1
8
:0

 1
8
:1

 1
8
:1

T
G

 1
8
:0

 1
8
:2

 1
8
:2

T
G

 1
8
:1

 1
4
:0

 1
6
:0

T
G

 1
8
:1

 1
8
:1

 1
8
:1

T
G

 1
8
:1

 1
8
:1

 1
8
:2

T
G

 1
8
:1

 1
8
:2

 1
8
:2

T
o

ta
l 

T
A

G

(d) Lipid Pathway
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