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Ch I S1 Figure 2 (2): Intensity profile ofa focus  spotofaGaussianlaserbeam.
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Ch | S3 Figure 6 (1): Principle of a spectral flow  cytometer.
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Chl S4 Figure 7 (1): Amnis® ImageStream assays onimmune cells.
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Ch 1S5 Figure 8(1). Schematic overview of a mass cytometric measurement.
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Ch | S5 Figure 9 (2). Typical gating strategy for P BMC analyzed by mass cytometry
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Ch Il S1 Hgure 11 (2): Improvement of populationdiscrimination after pre- enrichment.
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Ch Il S1 Figure 16 (2): Brightness of positivepop  ulation.
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Ch Il S1 Hgure 17 (3): Accuracy for SOV.
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Ch 1V S4 Hgure 22 (2): Title needed (talksaboutelutriation chambers)
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Ch 1V S4 Hgure 23 (3): Title needed (talksaboutmesh size)
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Ch IV S4 Figure 24 (4): Examples for MACS ®-enriched cell populations.
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Ch IV S6 Figure 29 (4). Effect offormaldehydeconc  entration on P-STAT5
immunoreactivityin K562 cells (from reference 5,u  sed with permission).
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Ch IV S7 Figure 30 (1). Workflow of cellsampe bar coding for flow and mass cytometry.
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Ch IV S7Figure 31 (2). Barcoding schemes.
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Ch IV S9 Figure 33 (1): Structural characteristics  of immunoglobuiins.
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Ch VIS1 Figure 37 (1). Quality controlanalysis to detectb  atch effects.
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Ch VIl S6.1 Figure 55 (1): Principle of MHC multimer staining byincreasing the binding
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Ch VII S8.6 Figure 65 (1). TMRM and JC-1 staining of CD4 *T cells.
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Ch VII S8.6 Figure 66 (2): Mitotracker Green stainingof diffe  rent subsets of CD8 " T cells.
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Ch VII S8.6 Figure 67 (3): MitoSOX Mitochondrial Red superoxid e indicator and
Mitochondria Peroxy Yellow -1 staining of different subsets of CD8 " T cells.
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Ch VII S10 Figure 70 (2): Autophagy inductionand f  lux measured with the FlowCellect
LC3 kit.
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Ch VII S11 Figure 71 (1): Quantification of ex vivo cytotoxicityby influenza-specific CTLs.
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Ch VII S11 Figure 72 (2): Quantification of in vivo cytotoxicity by influenza-specific CTLs.
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Ch VIl S12 Figure 73 (1): Identification of leukocy tesinhumanwholebloodusingviolet
laser and Vybrant DyeCycle Violet stain onthe Attu ~ ne NxT Flow Cytometer.
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Ch VII S12 Figure 74 (2): Identification of leukocy tesinhumanwholebloodusingviolet
side scatter on the flow cytometer.

ChVIIS12 Figure 75 (3): Use of the Attune NxT No- Wash No-Lyse Filter Kit.
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Ch VIl S12 Figure 76 (4): Reactive oxygen species p roduction.
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Ch VI S13 Figure 77 (1): MeasuringintracellularC  a** mobilization inhumanBcells in
responseto anti-IgM stimulation after labeling wit h Indo-1 AM by flow cytometry.
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Ch V11 S14 Figure 78 (1): Prime Flow™ RNA Assay proc
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g analysis performed on samples of
lear histone modifications.
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Ch VII S15Figure 80 (2). FoxP3 staining to detect  T-regulatory cells.



Figure 1

Ch VII S16 Figure 81 (1):“Canonical” pathways for  LPS activation of multiple signaling
pathways in peripheral blood monocytesvia TLR-4 (@  dapted from Guha and Mackman,
2001).
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Ch VIl S16 Figure 82 (2): LPS activation of the ERK pathway in human peripheral blood

monocytes.
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Ch VII S16 Figure 83 (3): Simultaneousmeasurement  of four different signalingtargets.



Figure 4
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Ch VII S16 Figure 84 (4):Kinetics of LPS activatio

peripheralblood monocytes.
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Ch VIII S1.1 Figure 88 (2). A four-dimensional model to address T-cell differentiation
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Ch VIII S1.1 Figure 89 (3). Adhesion and chemokine receptor expr  ession identify four
functional subsets within the human CD4 * memory pool.
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ChVIIIS1.1 Figure 90 (4). Effector CD8 * T-cell differentiationduringacute infection usin g
KLRG1 and CD127.
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Ch VIII S1.1 Figure 91 (5). T-cell subsets as identified by int racellular cytokine and
transcription factor staining.
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Ch VIII S1.1 Figure 92 (6). T-cell stimulation and visualizatio n of antigen spedfic cells
using MHC-tetramers.
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Ch VIII S1.2 Figure 93 (1): Gating on CD4 and CD8 T cells.
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Ch VIII S1.2 Figure 94 (2): Discriminating naive, effectorand m  emory T cells.
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Ch VIII S1.2 Figure 95 (3): Using transcriptionfactorsor chemo  kine receptors to identify
CD4 subsets.
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Ch VIII S1.2 Figure 96 (4): Effector molecules produced by Tcel Is.
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Ch VIII S3 Figure 99 (1): Flow cytometric analysis  of murine ASC derived from spleen and
bone marrow.
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Ch VIII S3 Figure 100 (2): Flow cytometricanalysis  of circulating peripheral blood ASC
derived from anactive SLE patient.

Ch VIl S4 Figure 101 (1). Identification of murine  circulating splenic NK cells.
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Ch VIII S4 Figure 102 (2): Identification of human  circulating PB-NKcells.
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Ch VIII S4 Figure 103 (3). Identification of murine  SILPILCs.
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Ch VIIlI S4 Figure 104 (4): Identification of human  tonsil ILCs.
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Ch VIII S5 Figure 105 (1): NK cells can be firstga tedonthe basisof their surface level of
CD56 expression and lack of CD3.
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Ch VIII S6 Figure 106 (1). Schematic illustrating t he tripartite organization of the
mononuclear phagocyte system.
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Ch VIII S6 Hgure 107 (2). Flow cytometric analysis  of murine myeloid blood cells.



CD45

T T T
D O 100K 150K 00K 250K

FSC-A

28% 16%

Ch VIII S6 Hgure 108 (3). Flow cytometric analysis  of colonic mononuclear phagocytes.
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Ch VIII S6 Hgure 109 (4). Flow cytometric analysis  of splenic DCs.
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Ch VIII S6 Figure 110 (5). Flow cytometricanalysis  of CNS macrophages.

A. B.
L LT
L , i o

T
"
B{
.
i

[ "
- + Tty i
[ 1 i
" et
i =
L i
H -
coim i
r
% | ptoes i
§ !
m e
-
g
i ; e, R -

Ch VIII S7 Figure 111 (1). Discrimination of granul  ocyte subpopulations.
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Ch VIII S7 Figure 112 (2). Apoptosis detection and  uptake of nanoparticles in purified
human granulocytes.
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Ch VIl S8 Figure 113 (1). Gating strategy for bone  marrow stromal cells
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Ch VIII S9 Figure 115 (2). Phenotypic characterizat
blood invivo.
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