
 

 

 

 

WNT SIGNALLING IN JOINT 

REPAIR AND HOMEOSTASIS 
 

 

 

By Giovanna Nalesso 

 

 

THESIS SUBMITTED FOR THE DEGREE OF DOCTOR OF PHILOSOPHY AT THE UNIVERSITY 

OF LONDON 

 

 

QUEEN MARY UNIVERSITY OF LONDON 

WILLIAM HARVEY RESEARCH INSTITUTE 

2011 

 



 

 2 

ABSTRACT 
Disruption of the Wnt canonical signalling leads to the development of osteoarthritis both in 

human and in mice but the underlying molecular mechanisms are poorly understood. Both 

forced activation and blockade of Wnt/β catenin signalling lead to cartilage breakdown. This 

study attempts to unravel the mechanisms leading to such paradox and is based on the 

hypothesis that WNT-3A triggers multiple signalling pathways simultaneously, with distinct 

outcomes. 

WNT-3A-stimulation induced activation of Wnt/β-catenin pathway in articular chondrocytes 

and promoted proliferation and loss of chondrocytes phenotype markers, such as COL2A1, 

Aggrecan and SOX9 mRNA. However, whereas the inhibition of the Wnt/β-catenin pathway by 

DKK1 rescued the proliferative effect of WNT-3A, it did not rescue the loss of chondrocyte 

phenotype but, paradoxically, it further enhanced it. Therefore I tested the possibility that 

WNT-3A-induced chondrocyte de-differentiation could be mediated by other WNT pathways 

independent of β-catenin. Indeed, in AHAC WNT-3A induced intracellular calcium mobilization 

and phosphorylation and nuclear localization of CaMKII in a G-protein dependent manner, 

suggesting the activation of the Wnt/CaMKII pathway. 

Inhibition of the Wnt/CaMKII pathway rescued the loss of the phenotypic markers SOX9 and 

COL2A1 induced by WNT-3A, indicating that this pathway drives WNT-3A-induced chondrocyte 

de-differentiation. Finally, my data show that the Wnt/β-catenin and the Wnt/CaMKII 

pathways are mutually inhibitory, explaining why both exogenous WNT-3A and its inhibitor 

DKK1 lead to chondrocyte de-differentiation: the first through direct activation of CaMKII, and 

the second indirectly by removal of the inhibition of CaMKII exerted by the β-catenin pathway. 

My results show for the first time that a single WNT ligand can simultaneously activate at least 

two different pathways in the same cells with different outcomes. These findings highlight the 

possibility to therapeutically target individual outcomes of Wnt signalling, for instance to 

prevent chondrocyte de-differentiation without affecting crucial anabolic processes such as 

cell proliferation. 
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Once upon a time, there was a little girl named Goldilocks. *…+ 
At the table in the kitchen, there were three bowls of porridge. Goldilocks was hungry. She 
tasted the porridge from the first bowl.  

"This porridge is too hot!" she exclaimed. 

So, she tasted the porridge from the second bowl. 

"This porridge is too cold," she said. 

So, she tasted the last bowl of porridge. 

"Ahhh, this porridge is JUST RIGHT," she said happily and she ate it all up. 

From “The story of Goldilocks and the three bears” 

 

Any intelligent fool can make things bigger and more complex... It takes a lot of courage to 

move in the opposite direction 

Albert Einstein  

 

 

 

 

 

 

 

 

 

 

http://www.brainyquote.com/quotes/quotes/a/alberteins148840.html
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ABBREVIATIONS 
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BACKGROUND 

Activation of Wnt-mediated signalling cascades is associated with many biological processes, 

from embryo development to the maintenance of the homeostasis of adult tissues. 

In particular, modulation of the Wnt/β-catenin signalling has been demonstrated to be of 

paramount importance for joint formation (Guo et al., 2004;Hartmann and Tabin, 

2001;Koyama et al., 2008) and for chondrocyte differentiation (Church et al., 2002;Goldring, 

2006;Yamaguchi et al., 1999). 

The concept that WNT/β-catenin signalling plays an important role in osteoarthritis (OA) is 

now established not only for the abundant data demonstrating activation of this pathway in 

OA cartilage (Dell'Accio et al., 2008;Zhu et al., 2009) but also for the genetic association of 

mutations that result in disregulation of Wnt signalling with OA predisposition (Lories et al., 

2006;Loughlin et al., 2004;Lories et al., 2006;Loughlin et al., 2004) and several functional 

studies both in vitro and in vivo (Akiyama et al., 2004;Koyama et al., 2008;Ryu et al., 2002;Ryu 

and Chun, 2006). 

However, paradoxically, both activation and repression of this signalling cascade result in OA 

(Chen et al., 2008;Koyama et al., 2008;Lories et al., 2007;Zhu et al., 2008;Zhu et al., 2009). 

The aim of this study was to understand the molecular basis of this paradox and to test the 

hypothesis that individual Wnt ligands can modulate chondrocyte phenotype through multiple 

signalling pathways each with individual outcomes. 

Before describing my work, I will provide an overview of general cartilage biology, 

osteoarthritis and Wnt signalling. 
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LIMB DEVELOPMENT:  
The appendicular skeleton develops from the lateral plate mesoderm within the limb buds 

which are constituted by a core of mesenchymal cells covered by a layer of ectoderm 

(Karsenty, 2003). The limb buds are first visible in the human embryo after 4 weeks from the 

beginning of the gestation. According to a well-established model (Tickle, 1994;Fallon and 

Kelley, 1977) the morphogenesis of the limb bud is regulated by two signalling centres: the 

apical ectodermal ridge (AER), which, through the secretion of fibroblast growth factor 8 

(FGF8) regulates the proximo-distal axis acting within a specialized area of the limb bud 

mesenchyme called the progress zone (Fallon et al., 1994;Niswander and Martin, 1992;Sun et 

al., 2002;ten Berge et al., 2008) and the zone of polarizing activity (ZPA), which regulates the 

anterior-posterior axis through the formation of a gradient of the morphogen Sonic Hedgehog 

(Shh) (Niederreither et al., 1999;Drossopoulou et al., 2000). Finally, the secretion of WNT-7A 

by the dorsal ectoderm determines the dorso-ventral axis (Kengaku et al., 1997;Parr and 

McMahon, 1995)(Fig. 1). 
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Figure 1: Limb patterning 

A) Geometry of the limb bud. white: ectodermal layer, blue: dorsal mesenchyme, green: ventral 

mesenchyme. Red line indicates the dorso-ventral boundary (solid - posterior, dashed - anterior). The 

thick grey lines represent the flank, with the dots indicating the points of cross-section between the 

posterior and the dorsal view. B) Expression domains of patterning signals. The AER, expresses FGF 

encoding genes (such as Fgf8). The ZPA, is the source of Sonic Hedgehog (Shh). Figure modified from 

Kicheva and Briscoe (Kicheva and Briscoe, 2010). 

 

Positional information along all the axes needs to integrate with each other in order to ensure 

the proper limb pattern. How the different structures of a limb are determined during limb 

development, is still under debate. A theory proposes that the amount of time the 

undifferentiated cells spend within the progress zone specifies the position and the identity 

that these cells will acquire in the developed limb (Summerbell et al., 1973). According to a 
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more recent theory (Dudley et al., 2002), cells in the progress zone would acquire their 

positional identity immediately after limb bud formation and they would retain it during the 

growth of the limb (Dudley et al., 2002)(Fig. 2). 

 

 

Figure 2: Progress zone model vs early specification model  

a) The progress zone (PZ) model proposes that the final position of a cell in the developed limb is 

determined as the cell leave the progress zone (in green) at the edge of the limb bud. b) The early 

specification model proposes that the positional information is acquired already in the early limb bud. 

The cells then undergo considerable expansion before becoming determined to form the different 

skeletal elements, as indicated (Mariani and Martin, 2003). 

SKELETOGENESIS 

Different types of tissues originate from the limb bud mesenchyme, including cartilage, 

perichondrium, tendons, connective tissue and dermis (Pearse et al., 2007;SEARLS, 1965;Stark 

and SEARLS, 1973). Myogenic cells migrate from the somite into the limb bud, differentiating 

following a pattern determined by the interaction of these precursors with the connective 

tissue (Kieny et al., 1979;Kieny and Chevallier, 1979;Chevallier et al., 1978;Chevallier et al., 

1977). Soon after the formation of the limb bud, the mesenchymal cells condensate in the 

centre to form a chondrogenic core (Fig. 3a) (Kronenberg, 2003). Mesenchymal cell 

condensation is mediated by cell-cell and cell-matrix interactions. N-cadherin and Neural Cell 
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Adhesion Molecule (N-CAM) mediate cell-cell adhesion and are important for the initiation and 

maintenance of condensation (Widelitz et al., 1993;DeLise and Tuan, 2002a;DeLise and Tuan, 

2002b;Molenaar et al., 1996;Oberlender and Tuan, 1994b;Oberlender and Tuan, 1994a). Cell-

matrix interactions are instead mediated by fibronectin, cartilage oligomeric protein (COMP), 

tenascin, and syndecans (DeLise et al., 2000). 

The cells at the periphery of the condensation core become flattened and elongated and start 

forming the perichondrium (Goldring, 2006).  

Soon after condensation, the cells in the centre of the condensation (diaphysis) undergo 

chondrogenesis and deposit large amounts of cartilage-specific extracellular matrix. 

Chondrocyte differentiation is associated with the expression of the transcription factor SRY 

(sex determining region Y)-box 9 (Sox9) (Bi et al., 2001;Akiyama et al., 2004). Sox9 is strictly 

required for chondrogenesis and directly drives the expression of collagen type 2 (ColII), the 

hallmark of cartilage tissue (Akiyama et al., 2007).  

Afterwards, the cartilage anlagen become segmented, and, within the individual skeletal 

elements, chondrocytes undergo a coordinated process of proliferation and maturation which 

culminates in hypertrophy. Hypertrophic chondrocytes undergo terminal differentiation, 

driving the secretion of mineralized cartilage and the invasion of the cartilage anlagen with 

blood vessels, after which they undergo apoptosis. With vascular invasion, several cell types 

populate the cartilage anlagen including chondroclasts/osteoclasts, which degrade the matrix, 

and osteoblasts, which form bone at the expense of the cartilaginous template. This process is 

known as endochondral bone formation (Goldring, 2006;Shimizu et al., 1997)(Fig. 3). 
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Figure 3: Endochondral bone formation 

a) Mesenchymal cell condensation b) Differentiation of mesenchymal cells into chondrocytes (c) c), 

Hypertrophic maturation starts from the centre of condensation (h) d) Perichondrial cells adjacent to 

hypertrophic chondrocytes differentiate into osteoblasts, forming bone collar (bc). Hypertrophic 

chondrocytes direct the formation of mineralized matrix, attract blood vessels, and undergo apoptosis 

e) Osteoblasts accompany vascular invasion, forming the primary spongiosa (ps) f) Chondrocytes 

continue to proliferate, lengthening the bone. Osteoblasts of primary spongiosa are precursors of 

eventual trabecular bone; osteoblasts of bone collar become cortical bone (Kronenberg, 2003) 

SYNOVIAL JOINT FORMATION 

As mentioned previously, the appendicular skeletal elements originate from segmentation of 

continuous anlagen of condensed mesenchymal cells. Such process of segmentation is at the 

basis of synovial joint formation. The first step in joint formation is the condensation of 

mesenchymal cells in structures called joint interzones. Joint interzones are constituted by 

densely packed flattened cells, oriented with their major axis perpendicular to the major axis 

of the condensation, connected by gap junctions, clearly demarcating the future site in which 

the articular surfaces of two adjacent bones will face each other (Fig. 4). The cells of the joint 

interzone have been demonstrated to give origin to the permanent articular cartilage, 
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synovium, tendons, ligaments and joint capsule (Koyama et al., 2008;Pacifici et al., 2006). 

Interzone cells express several molecular markers including GDF5/CDMP1 (Chang et al., 

1994;Storm and Kingsley, 1999), Noggin, a BMP antagonist (Brunet et al., 1998), CD44, 

receptor for hyaluronic acid (Edwards et al., 1994), autotoxin, lubricin, the COL2A1-A splicing 

isoform (Gao et al., 2011;Koyama et al., 2008;Sandell et al., 1991;Sandell et al., 1994) and are 

known to differentiate into chondrocytes when cultured in vitro (Pacifici et al., 2006). In 

addition, some members of the Wnt family – WNT-4, WNT-14 and WNT-16 - are early and 

specific markers of the joint interzones (Guo et al., 2004;Hartmann and Tabin, 2001) and 

mediate the activation of the Wnt/β-catenin pathway at the site of joint formation (Guo et al., 

2004;Hartmann and Tabin, 2001;Koyama et al., 2008). 

The joint interzones are formed by three layers of cells. The middle one is composed of very 

packed cells believed to give rise to the articular cartilage, in which cells express increasing 

levels of hyaluronan (HA), promoted by mechanical stimulation of the developing limb 

(Dowthwaite et al., 1998;Dowthwaite et al., 1999;Osborne et al., 2002;Pitsillides et al., 1995). 

High concentrations of HA leads to the saturation of the hyaluronan receptor CD44, followed 

by cell apoptosis and consequent joint cavitation (Toole, 1990). The outer layers of the cells in 

the interzone participate in the growth of the anlagen (Ito and Kida, 2000) and further 

differentiate into the cells of the different tissues of the joint (Koyama et al., 2008). 
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Figure 4: Synovial joint formation 

A: Condensation of mesenchymal cells B: Partially understood mechanisms determine the site of 

synovial joint formation C: Formation of the joint interzone. In the meantime, the rest of the condensed 

mesenchymal cells differentiate into chondrocytes and establish the cartilage elements. D: Beginning of 

the cavitation process which will eventually lead to physical separation of the adjacent skeletal anlagen 

and formation of a synovial cavity. E: Morphogenetic processes begin to mold the opposing sides of the 

joint into reciprocally-shaped and interlocking structures. F: Differentiation of the mesenchymal cells in 

the distinct components of the mature synovial joint tissues (Pacifici et al., 2005). 
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THE ARTICULAR CARTILAGE 
Articular cartilage is the avascular connective tissue covering the surfaces of the diarthrodial 

joints. Its function is to allow a frictionless motion and to support and distribute loads on the 

underlying bone.  

Articular cartilage is mainly constituted by a highly hydrated extracellular matrix (ECM), 

composed by collagens and proteoglycans which surround the only cell type present in the 

tissue, the chondrocyte.  

The articular cartilage can be divided into four different zones, in which ECM and chondrocytes 

differ respectively in composition and in the expression of biochemical markers (Fig. 5). The 

most superficial zone is characterized by the presence of flattened chondrocytes expressing 

lubricin, an O-linked glycosylated protein first identified in the synovial fluid (Swann et al., 

1985), important for the lubrication of the articular surface and inhibiting the overgrowth of 

synovial cells at the same time (Flannery et al., 1999;Rhee et al., 2005). Chondrocytes in this 

zone are surrounded by collagen fibres running parallel to the surface of the tissue. 

Chondrocytes of the middle or transitional zone have a more rounded shape and collagen 

fibres are organized in arches in which tangential fibres from the superficial zone become 

perpendicularly orientated and are in continuity with those in the deep zone. In the deep zone, 

chondrocytes are organized in columns and here the concentration of proteoglycans is the 

highest. In the calcified zone chondrocytes express type X collagen (ColX) and alkaline 

phosphatase (AP) and have a hypertrophic phenotype (Linsenmayer et al., 1986). 
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Figure 5: Organization of the articular cartilage 

Articular cartilage can be divided in 4 different morphological and functional areas, as indicated by the 

figure (Poole et al., 2001). 

 

The composition of the ECM varies depending on their proximity to the chondrocytes and 

therefore three different regions can be distinguished in the healthy articular cartilage. The 

ECM immediately surrounding the chondrocyte is called pericellular matrix and it is enriched in 

collagen type VI (ColVI) (Poole et al., 1988) and perlecan (Costell et al., 1999), along with 

membrane-associated proteins such as fibronectin, allowing the anchorage of chondrocytes to 

the ECM. The areas surrounding clusters of chondrocytes or with the higher cellular density 

are instead defined as intraterritorial matrix. It is mainly constituted by collagen type II (ColII) 

and chondroitin sulphate proteoglycans forming a tight framework. Finally the remaining part 
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of the ECM is called interterritorial matrix, and it is manly acellular. Here collagens and 

proteoglycans are arranged as described for each layer in Fig. 5. 

THE CHONDROCYTE 

The only cell type present in the articular cartilage is the chondrocyte. Chondrocytes are round 

shape cells of approximately 13µm of diameter sitting in matrix cavities called lacunae. They 

represent between the 5 and the 10% of the total cartilage volume. Their role is to support and 

maintain the trophism of the cartilage matrix (Lin et al., 2006). Articular cartilage is an aneural, 

avascular and alymphatic tissue, therefore chondrocytes must rely on diffusion of metabolites 

and nutrients for their sustenance.  

As opposed to the epiphyseal chondrocytes which are responsible for the formation of the 

cartilage anlagen and are replaced by bone during endochondral bone formation, articular 

chondrocytes are phenotypically stable through their life, are resistant to vascular invasion and 

endochondral bone formation (Dell'Accio et al., 2001). From a topological point of view it 

might be tempting to speculate that articular chondrocytes originate from the growth plates 

and escape terminal differentiation. However, recent lineage tracking studies using the Cre-

LoxP technology have confirmed that articular chondrocytes differentiate from interzone cells 

and therefore have a distinct embryological origin acquired very early on during skeletogenesis 

(Koyama et al., 2008) 

Articular chondrocytes are able to grow in anchorage independent conditions (Benya and 

Shaffer, 1982;Benya et al., 1978) and a have remarkable phenotypic stability that allows them 

to retain their phenotype in vitro for some passages (Benya and Shaffer, 1982) and even to 

form ectopic stable cartilage following intramuscular implantation in immunodeficient mice 

(Dell'Accio et al., 2001). Late passage chondrocytes can be partially and transiently re-

differentiated in anchorage independent culture, but do not re acquire their phenotypic 

stability and when implanted into damaged muscle, tend to differentiate into cells of the 

muscular lineage (Dell'Accio et al., 2003a).  
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THE EXTRACELLULAR MATRIX: 

COMPOSITION: 

COLLAGENS:  

Fibrillar collagens are polymers composed by three α-polypeptide chains arranged triple helix. 

The mechanism of synthesis of collagen is described in Fig. 6. Depending on the collagen type, 

the three α-chains may either be identical or differ. The characteristic amino acidic sequence 

of all the types of collagens is constituted by the repetition of Gly-X-Y triplets, where X is very 

often a Proline (Pro) and Y a 4-hydroxyproline (Hyp), a post-translationally modified form of 

Pro catalysed by prolyl hydroxylase. The presence of Hyp gives a high stability to collagen, due 

to the higher formation of intramolecular hydrogen bonds, involving the interaction with 

molecules of water. The organization in fibres and the high stability of collagen make it 

responsible for the high resistance to tensile strength of articular cartilage (Voet and Voet, 

1995). The type of collagen mainly expressed in the articular cartilage ColII. ColII consists of 3 

α1 chains and is cross-linked and stabilised by fibril-associated collagens, type IX and type XI. 

ColVI is found within the pericellular matrix of cartilage where it contributes to chondrocyte 

attachment and ECM interactions (Poole et al., 2001;Guilak et al., 2006). ColX is expressed by 

hypertrophic chondrocytes and is hence found within the calcified layer (Eyre, 1991). 
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Figure 6: Synthesis of collagen  

Collagen synthesis: a) The polypeptide chains are synthesized in the ribosomes and secreted into the 

lumen of the endoplasmic reticulum, where they are subjected to different post-translational 

modification such as hydroxylation of Pro and Lys and glycosylation of other amino acidic residues. b) 

The C-pro-peptides are then assembled in the characteristic triple helix and secreted in the extracellular 

space. The subsequent steps are c) cleavage of the N and C pro-peptides, d) spontaneous self-assembly 

of the resulting collagen molecules into fibrils, and e) formation of covalent crosslinks. Figure from 

(Myllyharju and Kivirikko, 2004) 

PROTEOGLYCANS: 

Proteoglycans are heavily glycosylated proteins, constituted by a protein core to which one or 

more glycosaminoglycan (GAG) chains are covalently attached. GAGs are long polysaccharide 

chains made by repetitions of disaccharide groups, each carrying an amino sugar and either a 

carboxylate or a sulphate group, conferring to these molecules a high negative charge. This 

negative charge attracts cations including Na2+, which increase the osmolarity of the cartilage. 

Due to this property, water molecules attracted into the tissue are retained within the 

macromolecular network of GAG chains amongst the collagen network, providing articular 

cartilage with its high resistance to compressive loads. 
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Different GAGs define the pool of proteoglycans present in the articular cartilage, the most 

expressed being chondroitin sulphate (CS), heparan sulphate (HS), keratan sulphate (KS), 

dermatan sulphate (DS) proteoglycans and hyaluronic acid (HA). 

The proteoglycans mostly expressed in the articular cartilage is aggrecan (Fig. 7). 

 

 

 

Figure 7: Structure of Aggrecan  

Aggrecan is composed by three globular domains (G1, G2, G3), and interglobular domain (IGD) and 

multiple KS and CS units (Doege et al., 1991). 

 

The protein core of aggrecan is constituted of three globular domains (G1, G2 and G3), each 

having cysteines which can participate to the formation of disulphide bonds (Doege et al., 

1991). G2 and G3 regions are separated by a long GAG chain made of KS and CS units. G1 is 

situated at the N-terminus of the protein and can be divided in three subdomains, A, B1 and 

B2. B domains are responsible for the interaction with HA (Watanabe et al., 1998). A molecule 

of HA may interact with as many as 100 molecules of aggrecan, giving origin to massive 

aggregates. Each of this interaction is stabilized by link proteins (Morgelin et al., 1988). The G3 

domain is at the C-terminus end, it is responsible for the proper post-translational modification 

of the molecule and its secretion (Roughley, 2006). 
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In addition to aggrecan, other smaller leucine-rich proteoglycans are expressed in the hyaline 

cartilage including the dermatan sulphate proteoglycans biglycan and decorin, the keratan 

sulphate proteoglycans fibromodulin and lumican (Roughley, 2006) and the heparan sulphate 

proteoglycan perlecan, abundant in the pericellular matrix directly surrounding the 

chondrocytes (Melrose et al., 2006). These proteoglycans account only for a small percentage 

of the total volume of the ECM and they do not contribute in a substantial way to the 

mechanical properties of the tissue. Nevertheless, besides contributing to stabilize the ECM 

(Knudson and Knudson, 2001), they play important roles in regulating cartilage homeostasis by 

binding and modulating the activity of growth factors, by establishing functional 

morphogenetic gradients, and by directly acting as signalling molecules (Echtermeyer et al., 

2009). 

The absence of genes involved in the synthesis or post-translational modification of heparan 

sulphate proteoglycans (HSPG) have been shown to lead to aberrant joint phenotypes, such as 

joint fusions and bone growth delay both in mouse and in zebrafish (Mundy et al., 

2011;Wiweger et al., 2010). In addition Syndecan-3, another HPSG, can bind bone 

morphogenetic protein 2 (BMP2) and modulate its activity during cartilage differentiation 

(Fisher et al., 2006). 

In human cartilage, HSPG perlecan has been shown to bind and sequester FGF2 (Vincent et al., 

2007) and FGF18/FGFR3 (Chuang et al., 2010), suggesting that this proteoglycan might be 

involved in chondrocyte response to mechanotransduction and in the modulation of 

proliferative signalling. Decorin, biglycan and fibromodulin bind the chondrogenic factor 

transforming growth factor β (TGFβ) (Hildebrand et al., 1994) and the same small 

proteoglycans also bind and modulate the activity of matrix metalloproteinase 13 (MMP13) 

(Zhang et al., 2010) an enzyme involved in matrix remodelling and OA pathogenesis (Mitchell 

et al., 1996). Recent studies also demonstrate that syndecan 4 (Syn 4) is involved in the 

activation of A-disintegrin and metalloproteinases with thrombospondin motifs 5 

(ADAMTS5)(Echtermeyer et al., 2009), a proteinase largely involved in cartilage degradation in 
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OA (Glasson et al., 2005;Glasson et al., 2004), and mice deficient of Syn 4 are protected from 

the development of the disease (Echtermeyer et al., 2009). 

Finally, HPSGs are also required to maintain the solubility (Fuerer et al., 2010) and activity (Han 

et al., 2005) of WNT proteins, morphogens involved in joint formation (Guo et al., 

2004;Hartmann and Tabin, 2001) and in the maintenance of adult tissue homeostasis 

(Dell'Accio et al., 2008;Eltawil et al., 2009;Nalesso et al., 2011).  

NON-COLLAGENOUS STRUCTURAL PROTEINS 

A small group of non-collagenous proteins and glycoproteins concur to promote the trophism 

of the ECM and the interactions between chondrocytes and the ECM. Cartilage oligomeric 

protein (COMP) binds to collagen type I (ColI) and ColII through zinc-dependent interactions 

and promotes collagen crosslinking (Shen et al., 1995). Chondronectin is a glycoprotein 

mediating the adherence of articular chondrocytes to the ECM, binding to CS, HA and ColII 

(Hewitt et al., 1982). 

Fibronectin is a heterodimeric molecule particularly abundant in the superficial layer of the 

articular cartilage and in the pericellular matrix. It has been shown to provide attachment to 

cartilage progenitor cells within the superficial layer, and support their phenotype 

(Dowthwaite et al., 2004;Williams et al., 2010) and therefore may play a role in the guidance 

and regulation of these important cells in homeostatic processes and in cartilage healing. 

Fibronectin expression, limited to the superficial layer in normal cartilage, is increased in the 

deeper layer in OA (Homandberg, 1999). Fragments of this protein have been shown to 

activate catabolic pathways, including upregulation of MMPs and aggrecanases (Xie and 

Homandberg, 1993). 

ECM TURNOVER 

Chondrocytes are responsible both for the synthesis and the degradation of the extracellular 

matrix. A fine-tuned homeostatic equilibrium between catabolic and anabolic activities 

maintains the integrity of healthy articular cartilage.  
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CATABOLIC FACTORS 

METALLOPROTEINASES 

The main players in the ECM turnover are the different classes of metalloproteinases, the 

synthesis and the activity of which is modulated by chondrocytes. In the following paragraph I 

will limit the description of these enzymes to their biochemical structure and I will give an 

overview of their function and activity in the section concerning the pathogenesis 

osteoarthritis, since the major role that these enzymes play in this process. 

Metalloproteinases are divided in 5 families: the serralysins, the astacins, the ADAMTS, the 

MMPs and the pappalysins (Barrett, 1979). They are mainly responsible for the turnover of the 

ECM, but they are also responsible for the cleavage of other proteinases, proteinase inhibitors, 

growth factor binding proteins, chemotactic molecules, cell surface receptors and cell-cell 

adhesion molecules (Rengel et al., 2007). 

The most expressed metalloproteinases in the joint are the MMPs and the ADAMTS. The 

activity of both these classes of enzymes is modulated by their inhibitors, the tissue inhibitors 

of metalloproteinases (TIMPs). 

MMPS 

From a structural point of view (Rannou et al., 2006), MMPs are composed by three different 

domains: a pre-domain, responsible for enzyme maturation and its release from the cell, a pro-

domain, which maintain the enzyme in an inactive status (zymogen), and the catalytic domain, 

containing a zinc atom, which is required for the proteolytic activity of MMPs. MMPs are 

produced in an inactive form and require the cleavage of the pro-domain by other proteinases 

to become active. MMPs have been divided in 5 different classes: collagenases (MMP-1, MMP-

8 and MMP-13), capable to cleave collagens at neutral pH, gelatinases (MMP-2 and MMP-9), 

able to further degrade collagens fragments generated by collagenases, stromelysins (MMP-3, 

MMP-10 and MMP-11), which can cleave many substrates such as proteoglycans and 

fibronectin, matrilysins, and membrane type MMPs (MT-MMPs)(MMP-14; -15, -16, -17,-24 and 

-25). 
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Figure 8: MMPs 

Domain structure of secreted and membrane-anchored MMPs. Most MMPs contain a pro-peptide 

domain, a catalytic domain, a linker (hinge-region) and a C-terminal hemopexin (HPX)-like domain. 

Figure from (Hadler-Olsen et al., 2011) 

ADAMTS 

The ADAMTS are a family of 19 proteins sharing a number of structural features as outlined 

below and in Fig. 9 (Jones and Riley, 2005). Like MMPs, they contain a zinc ion within the active 

site, but differently from them, they exhibit narrower substrate specificity. From a structural 

point of view, ADAMTS possess a signal peptide, a pro-domain, which is cleaved within the cell 

to activate the enzyme, a metalloproteinase domain, a disintegrin domain, two or more 

thrombospondin motifs (TS) and several repeats at the C-terminus (Nagase and Kashiwagi, 

2003) (Fig. 9). 
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Figure 9: Molecular structure of ADAMTS 

Figure from (Jones and Riley, 2005). 

Two different subgroups of ADAMTS are expressed in articular cartilage: pro-collagen N-

propeptidases (ADAMTS-2, -3 and -14) are responsible for the removal of the telopeptides 

from ColI and ColII allowing fibrils formation (Fernandes et al., 2001). The other subgroup, 

composed by ADAMTS-1, -4, -5, -8, -9, -15 and -20, are also called aggrecanases: they in fact 

cleave aggrecan at a specific site between the G1 and G2 domains, at the Glu373-Ala374 bond in 

the IGD and at 4 additional sites located in the CS-enriched region (Tortorella et al., 2000). 

MMPs can cut aggrecan at the Asn341-Phe342 (Flannery et al., 1992;Sandy et al., 1992). 

TIMPS 

Metalloproteinases and aggrecanases activity is modulated at different levels: at a the 

transcriptional level, in response to inflammatory cytokines (such as, IL-1β, TNF-α) and growth 

factors (EGF, PDGF, FGFs and TGF-β) (Varghese, 2006); at the a post-translational level, 

through the activation of proteases which cleave MMP determining their activation, and 

finally, through their inhibition by specific inhibitors, the tissue inhibitors of metalloproteinases 

(TIMPs). 

Four TIMPs have been identified in humans, and they are more effective in blocking MMPs 

than ADAMTS activity (Baker et al., 2002). In homeostatic conditions, metalloproteinases and 

TIMP activity is tightly balanced. This equilibrium is disrupted in pathologic conditions such as 

OA, in favour of a higher catabolic activity (Dean et al., 1989). TIMP-3 in particular has been 
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shown to have a protective role in cartilage homeostasis, since TIMP-3 KO mice spontaneously 

develop OA (Sahebjam et al., 2007). 

ANABOLIC FACTORS 

Different growth factors and cytokines have been shown to have an anabolic effect in the 

articular cartilage. Insulin Growth Factor 1 (IGF1) and TGF-β have been shown to induce 

synthesis of highly sulphated GAGs in several in vitro systems (Morales, 1994;van Osch et al., 

1998;Luyten et al., 1988). In vivo, BMPs have the unique capacity to promote ectopic cartilage 

and bone formation (Urist, 1965;Wozney, 1995), can stimulate ECM synthesis and are thought 

to be involved in the regenerative process following cartilage damage (Blaney Davidson et al., 

2007;Dell'Accio et al., 2006;Volek-Smith and Urist, 1996). 

BMP and TGFβ signalling are important for the maintenance of cartilage homeostasis in 

physiologic conditions: mice deficient of BMP receptor 1 (BMPRI) spontaneously develop 

articular cartilage loss (Rountree et al., 2004) and absence of a TGFβ receptor II (TGFbRII) also 

results in cartilage damage through promotion of terminal differentiation and hypertrophy of 

articular chondrocytes (Serra et al., 1997). In humans, genetic polymorphisms in the members 

of the TGFβ superfamily-such as GDF5 and SMAD3- have been shown to be linked to a 

predisposition to develop OA, highlighting the importance of these molecules/signalling 

pathways to maintain cartilage integrity.  

Intra-articular injection of TGF-β in the mouse joint promotes proteoglycan synthesis (van 

Beuningen et al., 2000) and injection of TGF-β3 alone in rabbits efficiently induced the 

regeneration of severely injured articular cartilage (Warnke, 2010). Injection of mesenchymal 

stem cells isolated from perichondrium and infected with adenovirus encoding for BMP2 and 

IGF1 were also seen to have a reparative effect in the articular cartilage of rats in which partial 

thickness defect was performed (Gelse et al., 2003). In addition these two molecules together 

can block cytokine-induced ECM destruction and induce the expression of MMPs inhibitors 

(Hui et al., 2001). 
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Finally, mechanical loading, within physiological values, has been shown to promote the 

maintenance of cartilage health. Cyclical loading promote ECM synthesis (Larsson et al., 

1991;Valhmu et al., 1998) whereas immobilization of the joints is proved to be detrimental for 

the maintenance of the proteoglycans content in the ECM (Setton et al., 1995). 

Despite the knowledge of several signalling cascades and molecules involved in potential 

reparative processes after cartilage damage, few molecules are currently under clinical trial for 

treatment of cartilage diseases (TGF-β1 and BMP-7 are in phase 1 of clinical trials sponsored 

respectively by TissueGene and Stryker Biotech). This is due to the fact that some anabolic 

factors such as the members of the TGF-β superfamily, in addition to their potential 

regenerative properties, are also involved in endochondral bone remodelling after damage 

(Blaney Davidson et al., 2006;Scharstuhl et al., 2003;van Beuningen et al., 2000), and might 

bring to joint deformity if not opportunely modulated. Therefore, further studies are needed 

to have a better inside in the modulation of these pathways and how they cross-interact with 

each other, in order to plan an effective therapeutic strategy.  

CARTILAGE HOMEOSTASIS AND OSTEOARTHRITIS 

CARTILAGE HOMEOSTASIS 

Cartilage homeostasis is the maintenance of cartilage integrity and function through a fine-

tuned modulation of catabolism and anabolism. In physiologic conditions, the chondrocyte 

metabolism and matrix turnover are very slow. When injurious events, such as trauma, 

mechanical stress or inflammation challenge the articular tissue, a rapid anabolic response 

follows the initial catabolic events, in order to maintain homeostasis (Dell'Accio and Vincent, 

2010;Buckwalter and Mankin, 1998). 

When this equilibrium is broken and the anabolic activity cannot compensate anymore the 

injurious factors, cartilage is progressively lost, ultimately resulting in the development of OA 

(Bay-Jensen et al., 2010). 
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OSTEOARTHRITIS 

OA is a leading cause of disability worldwide, affecting up to 1/3 of the population over the age 

of 50 (Lawrence et al., 1998;Lawrence et al., 2008) and costing £5.7 billion annually only in the 

UK (Arthritis care report, 2007).  

The aetiology of primary OA is unknown: the incidence of the disease increases with age 

(primary osteoarthritis) but it can also develop following a joint injury or as a consequence of 

developmental, metabolic or neurological disorders (secondary osteoarthritis) (Buckwalter and 

Mankin, 1998).  

Cartilage breakdown is the hallmark of OA but cartilage is not the only tissue involved. In OA, 

virtually every tissue is involved in the pathological process. The changes in the subchondral 

bone include an initial phase of bone resorption, and a subsequent phase culminating in a 

characteristic bone sclerosis (Buckwalter and Mankin, 1998) meniscal and ligament lesions can 

be either primary and themselves driving OA progression (Englund et al., 2009) or secondary 

(Buckwalter and Mankin, 1998). The synovial membrane may also play an important role 

either supporting the inflammatory process (Sellam and Berenbaum, 2010) and then 

contributing to a pathogenic mechanism, or possibly can produce progenitor cells important 

for reparative mechanisms (De Bari et al., 2001;Karystinou et al., 2009). Finally, the geometry 

of the joint is also altered by the presence of osteophytes and by bone remodelling events and 

this is known to further contribute to cartilage loss (Wluka et al., 2005). 

In the interest of brevity and focus, in this thesis, I will limit this introduction to describe the 

pathogenic processes within the cartilage. 

From a histological point of view, the first signs of OA are the fibrillation of the superficial 

layers of the articular cartilage, followed by a progressive loss of proteoglycan content 

(Buckwalter and Mankin, 1998). In the majority of the cases, as the disease progresses, 

fibrillations become clefts and fissures that can reach the calcified areas and the subchondral 

bone.  
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During the early phases of OA the articular cartilage can show hypercellularity, resulting from 

the increased proliferation of chondrocytes (Mankin, 1974a;Mankin, 1974b), especially near 

the damaged areas (clustering). In the later stage of the disease, when the ability of 

chondrocytes to counterbalance the catabolic processes is compromised, there is a decline in 

their anabolic response, followed by cell death and areas of hypocellularity (Mankin, 

1974a;Mankin, 1974b).  

Unfortunately, no treatment for OA is currently available, except for pain control and 

physiotherapy, until prosthetic joint replacement is required.  

Understanding the pathogenetic mechanisms leading to the disruption of homeostasis and 

cartilage breakdown is of paramount importance to develop effective pharmacological 

treatments.  
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Figure 10: Graphic representation of an osteoarthritic knee 

Main features of advanced osteoarthritis are the degradation of the articular cartilage, with consequent 

exposure and damage of the subchondral bone, bone remodelling, with formation of bone spurs and 

osteophytes and degeneration of other articular tissues, such as the synovium and the menisci (Figure 

from the NHS website).  

PHENOTYPIC MODULATION OF CHONDROCYTES IN OA 

In healthy cartilage, chondrocytes support and stabilize the ECM, favouring a low rate turnover 

of the matrix components. After injury and in the early phases of OA, chondrocytes increase 

their anabolic activity, in a regenerative attempt to restore the lost homeostasis. 

In this phase chondrocytes produce and secrete an increased amount of matrix components, 

such as ColII, ColVI Col IX and ColXI as well as Aggrecan (Lorenz et al., 2005). 

In OA, articular cartilage chondrocytes change their phenotype in a hypoxia induced factor 

(HIF)2α-dependent manner and acquire features of hypertrophy, expressing COLX, VEGF, and 

MMP 13 (Saito et al., 2010), and such phenotypic change has pathogenetic importance, since 

the deletion of HIF2α gene resulted in halting the hypertrophic differentiation of articular 

chondrocytes following DMM and in resistance to OA cartilage damage (Saito et al., 2010;Yang 

et al., 2010). 
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During OA progression, the equilibrium between anabolic and catabolic activity is disrupted in 

favour of the latter with increased expression and activity of MMPs and ADAMTS, with a 

consequent degradation of the ECM.  

MATRIX TURNOVER IN OA 

ROLE OF MMPS IN OA PATHOGENESIS 

The degradation of the ECM by MMP activity is required for many homeostatic mechanisms, 

such as cell migration (Goetzl et al., 1996), tissue remodelling during development and after 

damage (Page-McCaw et al., 2007), release of proteoglycan-bound cytokines and morphogens 

(Dierker et al., 2009). Consequently, disruption of the modulation of MMP activity has been 

shown to be involved in different pathologies, from cancer, where tissue degradation 

promoted by MMPs leads to tumour invasiveness (Gialeli et al., 2011) to osteoarthritis, where 

they contribute to cartilage destruction. The expression of several MMPs is increased in 

cartilage from OA patients (Kevorkian et al., 2004). Constitutive expression of MMP-13 under 

control of ColII-promoter, resulted in increased cartilage degradation in a murine model of 

osteoarthritis (Neuhold et al., 2001) in comparison to wild type littermates. Conversely, 

MMP13 deficient mice were protected from instability induced OA (Little et al., 2009). In the 

SRT/Ort mice, a strain of mice which spontaneously develop OA (Walton, 1977;Walton, 

1978;Mason et al., 2001), expression of MMPs is higher in comparison to CBA mice which do 

not develop the disease. Indeed, oral administration of a selective inhibitor of MMP1, MMP8 

and MMP13 protected cartilage from damage in these mice (Brewster et al., 1998). On the 

contrary, MMP-3 knock-out mice develop more severe articular damage OA in comparison to 

wild type controls (Chambers et al., 2001). Furthermore, a mutation in the gene encoding for 

Aggrecan that makes the protein resistant to MMP cleavage, not only does not protect these 

mice from the development of OA but actually make them more susceptible to the 

development of the disease (Little et al., 2007). These data suggest that a tightly regulated 

MMP activity is required for cartilage homeostasis, but, in pathology, uncontrolled MMPs 

activity may become a pathological mechanism. The requirement of MMP activity for the 
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maintenance of cartilage homeostasis might explain why inhibition of MMPs activity failed to 

provide an efficacious treatment for OA (Tu et al., 2008) and warrants further research to seek 

a greater level of specificity and control for MMP inhibition in OA.  

ROLE OF ADAMTS IN OA PATHOGENESIS 

Aggrecan fragments generated by ADAMTS can be detected using antibodies specific for the 

proximal and distal stubs (Calabro et al., 1992) and are increased in the cartilage and in the 

synovial fluid of osteoarthritic and rheumatoid arthritis patients (Struglics et al., 2006;Sandy et 

al., 1992). Mice harbouring a mutation in the intraglobular domain of aggrecan, which makes 

the molecule resistant to ADAMTS cleavage, are protected from cartilage damage in the early 

onset of osteoarthritis in the destabilization of the medial meniscus (DMM) model (Little et al., 

2007). In arthritis, at least in mouse, ADAMTS5 is the main aggrecanase, since mice deficient in 

the ADAMTS5 gene are protected from cartilage destruction in an experimental model of OA 

(Glasson et al., 2005) and inflammatory arthritis (Stanton et al., 2005). In the human cartilage 

however, ADAMTS4 may have a more important role (Yang et al., 2010;Bondeson et al., 

2008;Davidson et al., 2006). In addition, although ADAMTS5 function is well established in OA, 

it is not clear whether it has any function in the normal remodelling of the ECM in healthy 

cartilage, since ADAMTS5 deficient mice are phenotypically normal, and, in physiological 

conditions, ADAMTS5 is not even expressed in cartilage (McCulloch et al., 2009). 

ROLE OF INFLAMMATION IN OA 

The role of inflammation in osteoarthritis is not as prominent as in inflammatory arthritides 

such as rheumatoid arthritis (RA) (Buckwalter et al., 2005). However, several pro-inflammatory 

molecules such as interleukin-1 (IL-1) and tumour necrosis factor α (TNF-α) are abundantly 

expressed in the synovial fluid of OA patients (Saklatvala, 1986;Rowan et al., 2001;Bondeson et 

al., 2006) suggesting that at least in the initial phases, inflammation might play an important 

role in OA pathogenesis. 

OA chondrocytes have an increased expression of IL-1β, IL-1β converting enzyme, IL-1β 

receptor type I, TNFα and IL-6 (Guerne et al., 1990;Kobayashi et al., 2005;Moos et al., 
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1999;Umlauf et al., 2010). IL-1 has been shown to promote MMPs and ADAMTS5 activity 

(Tetlow et al., 2001) and to induce rapid degradation of the ECM (Saklatvala, 1987). Recently, 

in a murine model of osteoarthritis, Syndecan-4 deficient mice have been shown to be 

protected by OA development, through a mechanism in which IL-1 seems to have a 

protagonist role (Eichtermeyer et al., 2009). IL-1β can suppress the expression of ColII, to 

increase that one of hypertrophic markers such as MMP13 (unpublished material) and finally 

to promote the expression of other pro-inflammatory cytokines such as IL-6 and IL-8 (Goldring 

and Berenbaum, 2004). 

Finally, both IL-1 and TNF-α can stimulate nitric oxide (NO) and prostaglandin production in 

articular cartilage (Palmer et al., 1993). Nitric oxide synthase (iNOS) is up-regulated in the 

cartilage of OA patients (Amin et al., 1995;Melchiorri et al., 1998) and its activation results in 

persistent biological effects including post-translational modification of the collagen network 

(Hughes et al., 2010). 

Despite there is evidence showing the negative role of inflammatory cytokines in OA 

development, some contrasting data show that basal levels of some of these molecules might 

also have a homeostatic role in the maintenance of articular cartilage homeostasis. The use of 

mouse genetics, in this field has in fact led to contrasting results. Clements et al. (Clements et 

al., 2003) reported that IL-1 deficient mice develop more severe OA than wild type controls in 

a surgical model of instability-induced OA. In contrast, IL-1β KO mice have been shown to be 

protected by articular cartilage damage in a different model of arthritis (collagenase induced 

OA) (Glasson, 2007). Blockade of NO production, as well as its IL-1-stimulated synthesis both 

result in an increased ECM degradation (Abramson, 2008;Stefanovic-Racic et al., 1996). 

The pharmacological blockade of IL-1 activity with the competitive antagonist of the IL-1 

receptor Anakinra, has been demonstrated to be effective in the reduction of proteolytic 

activity and osteophyte formation in a canine model of OA in comparison to control (Caron et 

al., 1996). On the contrary, a multi-centre clinical trial testing the beneficial of the use of 

Anakinra in humans, failed in decreasing pain and matrix degradation in OA patients (Chevalier 
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et al., 2009). Of course, this might be due to differences in the responsivity to the drug across 

species, but the fact that also the complete absence of IL-1, IL-1 converting enzyme, iNOS or 

MMP1 genes has been shown to be detrimental in the development of OA (Clements et al., 

2003) suggests that actually a basal activity of these molecules and enzymes is required for the 

maintenance of cartilage health.  

WNT SIGNALLING 
WNTs are a family of 19 morphogens known to regulate many developmental processes, such 

as tissue patterning, cell proliferation and migration (Logan and Nusse, 2004) and to maintain 

tissue homeostasis in the adult (Nusse, 2008). Given the multitude of processes in which they 

are involved, disregulation of Wnt pathways is associated with a variety of different diseases, 

from cancer (Clevers, 2006) to osteoarthritis (Lawrence et al., 1998;Lawrence et al., 

2008;Loughlin et al., 2004;Luyten et al., 2009;Zhu et al., 2008;Zhu et al., 2009). Being 

morphogens, Wnts are produced and secreted by cells, and form a concentration gradient 

which spread in the tissues (Neumann and Cohen, 1997;Zecca et al., 1996) and let the cells in 

the proximity to respond to it in a concentration-dependent manner, by promoting the 

transcription of cell specific target genes. Traditionally, Wnt ligands have been divided into two 

different groups depending on their ability to promote or not axis duplication in Xenopus 

embryos (McMahon and Moon, 1989). Wnts promoting axis duplication are known as 

“canonical Wnts” and activate the Wnt/β-catenin signalling pathway, also called for this reason 

“canonical” pathway. Among the members of this group there are WNT-1, WNT-3A and WNT-

8A. Non canonical Wnts-such as WNT-4, WNT-5A, WNT-5B, WNT-7A and WNT-11- do not 

promote axis duplication nor activate the Wnt/β-catenin pathway but other, less 

characterized, signalling cascades, grouped under the name of “non-canonical” signalling 

pathways. Recent overexpression experiments have questioned this rigid distinction proposing 

that, in some cases, the receptor repertoire may influence the downstream signalling pathway 

to the same ligand (Medina et al., 2000;Mikels and Nusse, 2006a;Tao et al., 2005;Heisenberg 
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et al., 2000), however the supra-physiological expression levels of the overexpressed gene in 

this type of experiments is such that "off target" or non-specific effects, which are not relevant 

at physiological expression levels cannot be excluded. Therefore the physiological significance 

of these findings remains uncertain. 

WNT LIGANDS 

On a structural point of view, all Wnts share common features including a signal sequence for 

secretion, several highly charged amino acidic residues and many glycosylation and lipid 

modification sites (Nusse and Varmus, 1992). They all share a sequence of 22 cysteine residues 

which are believed to be important for the protein folding (Mikels and Nusse, 2006b). 
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Figure 11: Gene and protein structure of Wnts  

a) Gene structure of some members of the Wnt family. Exons are represented as boxes, and introns as 

lines. WNT-8 is an example of a gene which can be subjected to alternative splicing at the 3’terminus 

and WNT-16 can be subjected to different splicing at the 5’. CDS=Coding sequence b) at protein level all 

WNTs possess a signal sequence (S) for extracellular secretion, and 23/24 Cys residues (Miller, 2002). 

 

The sequence of Wnts is preserved across species: when compared, any two different WNTs 

normally share between the 30 and the 60% of similarity at aminoacid level, regardless of the 

species (Nusse and Varmus, 1992). The evolutionary preservation of these molecules 

underlines their important role. 

Glycosylation and lipid modification have been shown to be essential for their signalling 

properties and the stability of these proteins. Mutation of the glycosylation sites has been 

reported to compromise secretion (Kurayoshi et al., 2007;Komekado et al., 2007) whereas lipid 
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modification are thought to anchor them to the cell membrane and to be important both for 

secretion and signalling (Willert et al., 2003;Franch-Marro et al., 2008;Takada et al., 2006). 

Wnts can travel up to 20 cell diameters away from the cell in which they are produced (Zecca 

et al., 1996;Neumann and Cohen, 1997). The mechanism of diffusion and gradient formation 

of such hydrophobic molecules has not been clarified yet. Current hypotheses include that, 

upon translocation to the membrane, lipase or metalloproteinases may cleave the 

hydrophobic lipid modification of the proteins allowing the release outside of the cells, or that 

WNTs may be secreted inside micelle-like aggregates or on membranous particles (Port and 

Basler, 2010). Intriguingly, HSPGs have been shown to bind Wnts and to be involved in Wnt 

gradient formation in Drosophila (Han et al., 2005) and be important for their stability in 

human (Fuerer et al., 2010). Considering the high content of HSPGs in the articular cartilage, 

these molecules are very likely to play an important role in the formation of Wnt gradients in 

this tissue. 

FRIZZLED (FZD) RECEPTORS 

Wnts are known to interact with FZD receptors to mediate their signalling cascades. The basic 

structure of all FZD is that of seven transmembrane domain receptor, with an extracellular N-

terminus and an intracellular C-terminus. At the N-terminus all frizzled possess a Cys-rich 

domain (CRD) which probably represents the binding site for Wnt ligands (Xu and Nusse, 

1998). The transmembrane domain of FZD contains some similarities with G-protein-coupled 

receptors (GPCR) (Malbon, 2004) and indeed much evidence suggest that FZDs are GPCRs 

(Koval and Katanaev, 2011;Slusarski et al., 1997a). At the C-terminus, FZD share a KTxxxW 

domain (PDZ domain) which allows the interaction with Dishevelled (DVL), an adaptor protein 

important for the mediation of both canonical and non canonical pathways (Grumolato et al., 

2010). 

Several single transmembrane domain receptors have been shown to act as co-receptors for 

FZDs and to mediate different signalling cascades. Low density lipoprotein receptor-related 



Introduction 

 45 

receptors 5 and 6 (LRP5/6) interact with FZD receptors after binding of Wnts to FZDS and this 

interaction promotes their phosphorylation in the intracellular domain (Zeng et al., 2008). The 

formation of this ternary complex-Wnt/FZD/LRP-is essential for the activation of the Wnt-β-

catenin pathway (Nusse, 2005). Ten LRPs have been identified in human and have been shown 

to have important functions in endocytosis, cell-cell communication, embryonic development, 

and diseases (Li et al., 2001;May et al., 2007). 

ROR1/2 and RYK tyrosine kinases receptors heterodimerize with FZD receptor and can mediate 

Wnt non-canonical signalling autonomously, as FZD co-receptors, or both (Schulte, 2010). 

Abnormalities in ROR1/2 receptors have been associate with skeletal disorders (Minami et al., 

2010). Binding of Wnts to RYK trasduces important signalling involved in axon guidance and 

neurite autgrowth (Yoshikawa et al., 2001;Lu et al., 2004). However, the mechanism of 

activation and the signalling cascades mediated by these receptors are still not-well 

characterized and will require further investigation. 

WNT SIGNALLING PATHWAYS 

WNTs signal through multiple pathways (Semenov et al., 2007;Macdonald et al., 2007) the 

best characterized of which is the Wnt/β-catenin-dependent pathway. In this signalling 

cascade, in the absence of ligands, the constitutively active kinase glycogen synthase kinase 

(GSK)-3β phosphorylates β-catenin within a destruction complex, addressing it for degradation 

through the proteasome pathway (Logan and Nusse, 2004). The engagement of some 

members of the Wnt family, such as WNT-1 and WNT-3A (Logan and Nusse, 2004;Shimizu et 

al., 1997) with Frizzled (FZD) receptors and the co-receptors LRP5/6 results in the disruption of 

the destruction complex, accumulation of β-catenin in the cytosol, and its migration in the 

nucleus, where β-catenin interacts with T-cell factor (TCF)/ Limphoid enhancer binding-factor 

(LEF) transcription factors and supports the transcription of cell-specific target genes 

(Molenaar et al., 1996) involved in different biological processes, such as cell proliferation, 

apoptosis and cell determination (Moon et al., 2002). 
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Figure 12: Wnt/β-catenin dependent pathway 

Upon engagement with Wnt ligands, FZD receptors heterodimerize with LRP5/6 co-receptor and recruit 

axin to the cell membrane. This in turn promotes the destabilization of the destruction complex in which 

β-catenin is retained, allowing its accumulation in the cytoplasm. β-catenin then transmigrates in the 

nucleus and it interacts with TCF/LEF transcription factors, promoting the transcription of cell-specific 

genes (Moon et al., 2002). 

Other WNTs, such as WNT-5A and WNT-11 (Kuhl et al., 2000) can instead activate other β-

catenin independent signalling cascades, generally referred as “non-canonical” pathways. The 

best characterized of them is the planar cell polarity (PCP) pathway, which has been 

extensively studied in Drosophila, and which has been proved to modulate different biological 

processes such as the orthogonal polarity of the cells (Fanto and McNeill, 2004) and 

convergent extension movements, hair follicle orientation, and neural tube formation 

(Wallingford and Harland, 2001;Wang et al., 2006b;Wang and Nathans, 2007). 

Some FZD receptors have been shown to mediate intracellular calcium accumulation in 

response to WNT stimulation (Kuhl et al., 2000;Slusarski et al., 1997a;Slusarski et al., 1997b) a 
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mechanism which is G-protein mediated because it can be blocked by pertussis toxin (Kuhl et 

al., 2000;Sheldahl et al., 1999;Slusarski et al., 1997a). The increase in intracellular calcium has 

then been associated with the activation of different Ca2+-dependent pathways, such as the 

protein kinase C (PKC), calmodulin kinase II (CaMKII) and calcineurin (CNA) pathways. In 

particular the Ca2+/CamKII pathway has been shown to be important during development, 

driving ventral cell fate in Xenopus (Kuhl et al., 2000) and modulating differentiation and 

proliferation in the epiphyseal cartilage both in chicken (Taschner et al., 2008) and in mouse (Li 

et al., 2011). Finally, activation of CaMKII pathway has been shown to antagonize the β-

catenin- dependent pathway in different systems (Topol et al., 2003;Ishitani et al., 2003). 
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Figure 13: Non canonical Wnt signalling pathways 

In addition to the Wnt/β-catenin signalling, some Wnt ligands have been shown to activate several other 

signalling cascades which probably require the interaction of FZDs with co-receptor other than LRPs or 

are mediated by FZDs alone. The figure gives an overview of some of the pathways that have been 

described so far (Semenov et al., 2007). 

WNT INHIBITORS 

Wnt signalling can be antagonized at different levels. Of particular interest, in this thesis, are 

the secreted inhibitors of Wnt signalling. Different classes of soluble antagonists have been 

identified: among these Dikkopfs (DKK) and secreted frizzled related proteins (sFRPs) are the 

best characterized. Dkks - especially Dkk1 and 4 - bind to LRP5/6 and promote their 

heterodimerization with Kremen receptors (Mao et al., 2001). This coupling, in turn, promotes 

LRP internalization via a clathrin-mediated mechanism (Yamamoto et al., 2008). The removal 

of LRPs from the cell surface prevents the formation of the ternary complex Wnt/LRP/FZD and 

the activation of the canonical pathway (Bafico et al., 2001). Secreted frizzled related proteins 

(sFRPs) are a class of soluble inhibitors composed by 5 members with distinct expression 

patterns (Jones and Jomary, 2002). They bind to Wnts through their frizzled-related N-terminal 

domain and act as scavenger molecules, preventing the interaction with FZD receptors. 
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However, the role of these molecules is still not completely understood because they are also 

been proposed to be WNT agonists, acting as carriers for Wnts or modulating the 

concentration of Wnts in the cellular environment (Kawano and Kypta, 2003). 

WNT IN LIMB FORMATION AND SKELETAL PATTERNING 
A temporal and spatial finely tuned expression of WNTs has been shown to be crucial for limb 

development. In chicken, WNT-3A is expressed in the AER and promotes the expression of 

FGF8, through the activation of the β-catenin dependent pathway, sustaining the maintenance 

of the AER and the limb outgrowth (Kengaku et al., 1997;Kawakami et al., 2001). Similarly, in 

the mouse, inactivation of both TCF1 and LEF1, ultimate mediators of β-catenin signalling, 

prevents limb outgrowth (Galceran et al., 1999). 

Later in development, activation of the WNT/canonical pathway has been demonstrated to be 

required and sufficient for synovial joint formation (Guo et al., 2004;Hartmann and Tabin, 

2000) and abrogation of this signalling cascade results in joint fusions (Koyama et al., 2008). 

Conversely, inactivation of the canonical pathway is required for chondrocyte differentiation, 

since the overexpression of β-catenin in the limb mesenchyme represses the expression of 

Sox9 (Akiyama et al., 2004). 

Also the activation of the non-canonical pathways, plays a role in limb development: mice 

lacking of WNT-5A, which activates the Ca2+/CaMKII pathway both in Zebrafish and Xenopus 

(Slusarski et al., 1997b), have shorter limbs and a global retardation in development due to a 

delay in chondrocyte maturation (Yamaguchi et al., 1999). However, also overexpression of 

WNT-5A results in a similar phenotype of chondrodysplasia making of difficult interpretation 

its mechanism of action (Yang et al., 2003). 

Finally WNT-7A controls dorso-ventral patterning: the absence of WNT-7A promotes 

ventralization of several skeletal structures (Parr et al., 2001) a phenotype which is similar to 

that of LRP6-/- mice, leading to the hypothesis that WNT-7A requires LRP6 to mediate its 

signalling. 
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WNT SIGNALLING IN TISSUE HOMEOSTASIS AND DISEASE 
In adult life, modulation of Wnt signaling has an important role in cartilage and bone 

homeostasis. Our group demonstrated activation of the canonical Wnt pathway in 

osteoarthritic cartilage in humans (Dell'Accio et al., 2006) and following cartilage injury in mice 

(Dell'Accio et al., 2008;Eltawil et al., 2009). Genetic studies revealed that loss of function 

polymorphisms in the SFRP3 and LRP5 gene (Gong et al., 2001;Mizuguchi et al., 2004;Riancho 

et al., 2011) are linked respectively to an increased susceptibility to OA (Loughlin et al., 

2004;Lories et al., 2007) and osteoporosis (Gong et al., 2001). Overexpression of Dkk1 has 

been shown to enhance bone erosion in a model of inflammatory arthritis (Diarra et al., 2007) 

and to mediate chondrocyte apoptosis in osteoarthritic cartilage (Weng et al., 2010). These 

data, together with other in vivo and in vitro experimental evidence suggest that the β-catenin-

dependent/Wnt pathway is a master regulation of joint remodelling (Luyten et al., 2009;Schett 

et al., 2008). 

However, results of functional studies using mouse genetics are contrasting and of difficult 

interpretation. For instance, both repression and forced activation of the canonical Wnt 

signalling resulted in chondrodysplasia in embryonic life (Akiyama et al., 2004) and in OA 

postnatally (Koyama et al., 2008;Lories et al., 2007;Zhu et al., 2009;Chen et al., 2008;Zhu et al., 

2008). Therefore further analysis is required to better clarify the role of this pathway in 

cartilage disease. 
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HYPOTHESIS 

This work tests the hypothesis that the maintenance of a fine-tuned equilibrium of Wnt-

mediated signalling cascades is required for the maintenance of chondrocyte phenotype. 

 

AIMS 

1) To evaluate the effect of the activation and repression of the Wnt/β-catenin signalling 

pathway on articular chondrocyte in vitro 

 Evaluation of the effect of the stimulation of human articular 

chondrocytes (AHAC) with a well characterized activator the Wnt/β-

catenin signalling pathway -WNT-3A- in presence or absence of a 

WNT/β-catenin inhibitor-DKK1 

2) To confirm these data in an in model of cartilage formation in vivo (Dell'Accio et al., 

2001). 
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CHAPTER 3: MATERIALS AND METHODS 
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For all the recipes of media and buffers please refer to the end of the “Materials and Methods” 

session. 

CARTILAGE HARVEST AND CHONDROCYTE ISOLATION  

Human adult articular cartilage was obtained from 10 female and 4 male patients who 

underwent joint replacement for knee osteoarthritis after obtaining consent. All procedures 

have been approved by the East London and The City Research Ethics Committee 3 (REC 

07/Q0605/29).  

Surgical samples containing bone and cartilage were immediately placed in a closed sterile jar 

to maintain moisture and sterility, and processed within 4 hours from the operation. Full 

thickness cartilage explants were dissected from the femoral condyles and the patellar groove 

in sterile conditions, excluding the mineralized cartilage and the subchondral bone. From each 

sample, one full thickness portion was processed for histological scoring. The sample was then 

cut and stained with toluidine blue and scored for features of OA as described below. The rest 

of the cartilage was washed twice in high-glucose Dulbecco's modified Eagle medium (D-

MEM/F-12 1:1 plus GlutaMax, Invitrogen) containing 10% v/v foetal bovine serum (FBS), 1mM 

sodium pyruvate (NaPyr), and 2% v/v antibiotic-antimycotic solution (Gibco, Invitrogen) for 10 

minutes at RT under rotation. Cartilage was then digested under slow agitation for 30 minutes 

at 37°C in 1mg/ml pronase (Roche) diluted in complete medium (same composition, with 1X 

antibiotic/antimycotic solution) and then overnight at 37°C in 1mg/ml collagenase P (Roche).  

CELL COUNTING AND TRYPAN BLUE EXCLUSION ASSAY.  

Ten μl of cell suspension was mixed 1:1 with a 0.5% of Trypan blue and immediately counted 

using a Neubauer haemocytometer. Cell viability as evaluated by trypan blue exclusion was 

routinely ≥ 95%. The cell suspension recovered from the isolation procedure was then 

resuspended in complete medium at 37oC in a humidified atmosphere with 5% CO2, seeded at 

a density of 104 cells/cm2, and allowed to attach for 7 days. At this point, non-attaching cells 

were removed by changing the medium.  
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Porcine chondrocytes were isolated from the metatarsal joints of pigs obtained from a local 

abattoir within 24 hours from the death of the animal, isolated and cultured with the same 

procedure. 

CELL EXPANSION 

Chondrocytes were cultured at 37°C in humidified atmosphere containing 5% CO2. The 

medium was replaced two times per week. 

For cell expansion, 80% confluent chondrocytes were split 1:4 upon attainment of confluency.  

To this end, cultures were washed once in Ca2+-, Mg2+- free PBS, incubated for 5 minutes with 

pre-warmed 0.025% Trypsin EDTA (Gibco) at 37oC, and detached by gentle tapping. Cells were 

immediately pelletted by centrifugation at 2000 rpm and re-plated.  

All the experiments were performed on freshly isolated or P0 cells as indicated within 7 days 

from the attainment of confluence.  

Only chondrocytes deriving from preserved cartilage areas (Mankin score ≤ 4) were used. 

Previous studies in our laboratory showed that such score is associated with a gene expression 

profile and responsivity to injury and Wnts very comparable to normal cartilage (Dell'Accio et 

al., 2008). 

HISTOLOGICAL SCORING  

The severity of OA in human cartilage explants was evaluated using Modified Mankin score 

(Mankin et al., 1971;van der Sluijs et al., 1992). The score goes from 0-normal cartilage- to 13-

severe cartilage lesions. This system assesses different aspects of the articular cartilage 

morphology and structure (Table 1). Staining for scoring was performed with Toluidine blue 

(see below). 
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TABLE 1: MANKIN SCORE 

Category score 

Structure  

Normal 0 

Slight disorganization (cellular row absent, some superficial clusters) 1 

Irregular surface, including fissures into the radial layer 2 

Pannus 3 

Superficial cartilage layers absent 4 

Fissures into the calcified cartilage layer 5 

Sever disorganization (chaotic structure) 6 

Cellular abnormalities  

Normal 0 

Hypercellularity 1 

Clusters 2 

Hypocellularity 3 

Matrix staining (Metachromasia)  

Normal 0 

Staining reduced I radial layer 1 

Staining reduced in inter-territorial matrix 2 

Only present in pericellular matrix 3 

Absent 4 

Total Maximum score  13 

 

CELL PROLIFERATION 

Freshly isolated porcine articular chondrocytes were seeded in a 96 well plate at a density of 

10000 cells/cm2 and left attaching overnight in 200 µl of complete medium. One day after 

seeding, the medium was changed and cells were treated for 6 hours with fresh medium 
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containing 100ng/ml of recombinant WNT-3A (R&D system) resuspended in 0.1% BSA w/v in 

PBS or vehicle alone (0.1%BSA w/v in PBS) diluted in complete medium at 37°C (100µl/well). 

Two μCu/μl/cm2 of 3H-thymidine were then added to each well and the incubation was 

prolonged for additional 12 hours. At the end of the incubation the cells were thoroughly 

washed, lysed in trichloracetic acid and the radioactivity (recorded as count per minutes-CPM) 

was measured using a 1900 Liquid Scintillation analyser (Packard). The same procedure was 

repeated at 2 and 3 day time points. 

MICROMASS CULTURE AND ALCIAN BLUE STAINING 

Freshly isolated human articular chondrocytes were resuspended at a density of 2.0x107 

cells/ml in complete medium and micromass cultures were obtained by pipetting 20μl drops of 

cell suspension per each well of a 24 well plate. The cells were left attaching for 3 hours and 

then 1 ml of complete medium was added. Twenty four hours later, micromasses were 

exposed to treatment as described in the individual experiments. Finally, micromasses were 

fixed for 30 minutes in acetone at -20°C and whole-mount stained with alcian blue GS 0.5% as 

described before (De Bari et al., 2001). Proteoglycan content was extracted by incubating the 

micromasses for 6 hours with 6M guanidine HCl and determined measuring the adsorbance of 

the alcian blue at 630nm. Data were then normalized for protein content (determined by BCA 

assay). Absorbance was measured by using a GENios spectrophotometer (Tecan). 

BACTERIAL CULTURES 

AMPLIFICATION OF PLASMID DNA 

PREPARATION OF LB-AGAR PLATES 

After being sterilized, LB-Agar medium was added with Ampicillin or Kanamycin to a final 

concentration of 150µg or 50µg respectively, mixed gently, and approximately 15 ml of 

solution was poured in each individual 300mm bacterial plate. The plates were allowed to set 

for 2 hours at room temperature, inverted, and allowed to dry overnight. The plates were then 

either used immediately, or stored at 4°C. 
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BACTERIAL TRANSFORMATION 

One or more aliquots (30µl each) of thermo-competent DH5α bacteria were defrosted on ice. 

One µg of plasmid DNA was then added to each aliquot and the cells were left resting on ice 

for 30 minutes. For transformation, the bacteria were heat shocked for 20 seconds in a 42°C 

pre-warmed water bath. The bacteria were then put on ice for 2 minutes. Nine hundred 

seventy µl of pre-warmed LB medium were added to each aliquot and the tubes were 

incubated at 37°C for 1 hour at 300 rpm. 

200µl of the transformed cells were then spread under sterile conditions in a pre-warmed 

selective plate and incubated overnight at 37°C. To control for possible contamination of the 

agar plates, one plate was incubated without the addition of bacteria and one plate was 

seeded with untransformed bacteria (heat shocked but without addition of plasmids). As a 

positive control, one plate was spread with a bacterial stock from a previous successful 

transformation. 

The rest of the bacteria was stored until the following day at 4°C. 

PLASMID PURIFICATION 

The day following transformation one or more colonies were removed from the plate by using 

a sterile tip and immersed in 2ml of pre-warmed LB medium containing 0.05-0.15 mg/ml of the 

selective antibiotic solution. The tubes were incubated at 37°C for 14-16 hours with shaking 

(300rpm).  

Following the 14 hours incubation, 1.4ml of each bacterial culture were transferred into one 

Eppendorf tube and centrifuged at maximum speed for 20 seconds. The supernatant was 

discarded and the pellet placed on ice. The bacteria were resuspended by vortexing in 300 µl 

of buffer P1 (Qiagen). Immediately afterwards, 300 µl of buffer P2 (Qiagen) were added and 

the samples were mixed by inversion and put back at room temperature. This resulted in the 

lysis of the cells and release of the amplified plasmid DNA. Finally, 300 µl of buffer P3 (Qiagen) 

were added to each sample and the tubes were placed again on ice for 10-15 minutes. The 

tubes were centrifuged at maximum speed for 10 minutes in a 19°C pre-cooled centrifuge. 



Materials and Methods 

 59 

After spinning, each sample appears to be divided in three parts: a precipitate, a liquid and 

clear part containing the plasmid DNA, and a top precipitated layer. Eight hundred µl of the 

clear part were removed and mixed with 560 µl of ice-cold isopropanol. The tubes were 

incubated on ice for 20 minutes and centrifuged again at 4°C for further 20 minutes to 

precipitate plasmid DNA. The supernatant was discarded and the pellet was washed with 1ml 

of ice-cold 70% v/v ethanol. The samples were eventually centrifuged at maximum speed for 5 

minutes at 4°C. The excess of ethanol was carefully removed without disturbing the pellet. The 

pellet was air dried for 15 minutes at room temperature and resuspended in 20 µl of ultrapure, 

sterile water (Baxter). The concentration of the plasmid DNA was measured by using the 

Nanodrop and adjusted to a final concentration of 1µg/µl. Plasmid stocks were stored at -20°C 

until further use. 

GENERATION AND PRESERVATION OF TRANSFORMED BACTERIAL STOCKS 

Following transformation, the remaining part of the bacterial cell suspension was preserved by 

adding pure sterile glycerol to a final concentration of 10% v/v, mixing, and storing at -80°C. 

This bacterial stock was subsequently used to re-amplify the plasmid DNA. The frozen bacterial 

stock was gently touched with a sterile toothpick, which was subsequently used to streak a 

new LB-agar plate and start a new culture from a single colony. 

TRANSFECTIONS AND REPORTER ASSAY 

Cells were plated into 24 or 6 well well plates and left growing until the attainment of 50-60% 

confluency. The protocols outlined below represent the optimized versions, but different 

proportions of reagents were used in the optimization steps as described in the “Results” 

section. 

LIPOFECTAMINE  

The volumes and the concentrations of the reagents used in the following protocol are for a 

single well of a 24 well plate.  
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Before transfection, the cells were washed once with pre-warmed PBS and the medium 

replaced with antibiotic- and antimycotic-free complete medium. Five hundred µl of medium 

were added to each well. 1µg of plasmid DNA were added to 50ul of Optimem (OM) (Gibco). In 

the meantime, 2ul of Lipofectamine 2000 (Invitrogen) were incubated for 5 minutes in 50ul of 

pre-warm OM (Gibco) and then added to the medium containing the plasmidic DNA. 

Lipofectamine and DNA were incubated together for 20 minutes at room temperature and 

then added to the cells for 8 hours. The medium was replaced with complete medium without 

washing.  

FUGENE AND FUGENE HD 

The volumes and concentrations of the following protocol are sufficient for the transfection of 

a well of a 6-well plate.  

Before transfection the medium of the cells to be transfected was changed with antibiotic- and 

antimycotic-free complete medium (2ml/well). Three µl of Fugene 6 or Fugene HD were mixed 

to 97µl of OM (Gibco) and incubated at RT for 5 minutes. Afterwards, 1 µg of plasmid DNA was 

added to the tube containing the Fugene solution and incubated at room temperature for 15 

minutes. The mix of Fugene and DNA was finally added to the cells. The medium was then 

replaced after 24 hours.  

NUCLEOFECTION (AMAXA) 

Freshly isolated chondrocytes were cultured for 48 hours in complete medium. The culture 

medium was removed from the cells 3 hours before nucleofected and the cells were washed in 

PBS. In order to detach the cells, chondrocytes were incubated for 3 hours at 37°C with a 

solution of complete medium containing 1mg/ml of collagenase P (Roche) and Pronase 

1mg/ml (Roche). After detachment the cells were washed once in PBS and centrifuged for 8-10 

minutes at 200 rpm. This passage was repeated one more time. In the meantime the 

supplemented Human Chondrocyte Nucleofector Solution and the complete medium 

containing 20% FBS were equilibrated to room temperature. One ml of the pre-warmed 

medium was then added to each well of a 6 well plate and left in the incubator. After 
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centrifugation the chondrocytes were re-suspended to a final concentration of 106 cells/100µl 

in the pre-warmed Human Chondrocyte Nucleofector Solution. The samples were finally mixed 

with 2 µg of plasmid and transferred into an Amaxa cuvette, avoiding bubbles. The cells were 

then nucleofected by using program U28 in the Amaxa nucleofector. The cells were then 

added with 500 µl of 20% FBS-containing medium and transferred into the 6 well plate 

previously filled with pre-warmed medium and incubated overnight in standard culture 

conditions.  

ATELOCOLLAGEN:  

Atelocollagen-mediated transfection of chondrocytes was tested with two different conditions.  

1) P0 chondrocytes were resuspended in atelocollagen 0.005%, 0.01%, 0.03%, 0.05%, 0.1% v/v 

diluted in complete medium in presence of 1µg plasmid/10000cells and seeded. 

2) P0 chondrocytes were seeded into plates pre-coated with atelocollagen 1% diluted in 

complete medium and containing 1 µg of plasmidic DNA.  

The medium was changed after 24 hours from transfection. 

TRANSFECTION EFFICIENCY AND CYTOTOXICITY 

The efficiency of transfection was estimated by the proportion of cells that displayed GFP 

fluorescence 24 hours following transfection with the CMV-GFP plasmid. To this end, bright 

field and fluorescent images were taken 24 hours after transfection using a fluorescence 

microscope and fluorescent and non-fluorescent cells were counted in two random fields of 

each well. Transfection efficiency was defined as the percentage of fluorescent to total cells.  

In some experiments the transfection efficiency was determined by FACS analysis as the 

percentage of green fluorescent cells.  

The survival rate was determined by trypan blue exclusion test or by FACS analysis. FACS 

analysis was performed by Dr Fulvio D’Aquisto. In the FACS plot in Fig. 51 and 54, SSH 

represents the granularity of the cells and the FSH the dimension of the cells. Gated dots 

represent the number of cells which identified as viable chondrocytes. 
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REPORTER ASSAY 

In all the reporter assays described in this thesis transfection was performed with 

Lipofectamine as described previously.  

SUPER8XTOP/FOP REPORTER ASSAY 

After reaching 50%-60% confluency, human articular chondrocytes were co-trasfected with 

SUPER8XTopFlash –or its mutagenized form SUPER8XFopFlash- reporter vector (kind gift of 

Prof. Moon, University of Washington, USA), and CMV-Renilla luciferase vector (Promega), in a 

ratio 1:10. The SUPER8XTopFlash plasmid encodes for the Firefly (Photinus pyralis) luciferase 

gene under control of 7 TCF/LEF binding sequences whereas the SUPER8XFOPFlash is the 

control vector for theSUPER8XTOP, containing 6 mutated and not functional TCF/LEF binding 

sequences. The CMV-Renilla plasmid encodes for the Renilla (Renilla reniformis ) luciferase 

gene under control of the CMV promoter. After overnight incubation at 37°C, the medium was 

changed and the cells were incubated for 24 hours with 100ng/ml of recombinant WNT-3A 

(R&D System) diluted in complete medium. In some experiments conditioned medium 

obtained by WNT-3A overexpressing L-cells was also used. The cells were subsequently lysed in 

passive lysis buffer 1X (Promega) for 30 minutes at room temperature under slow agitation 

and then scraped with the help of a pipette tip. Twenty µl of each lysate were successively 

added to 100µl of the Firefly Luciferase Assay Substrate (part of the Dual Luciferase Reporter 

Assay System kit, Promega) and gently mixed. The luminescence was recorded for 20 seconds 

by mean of TD-20/20 Luminometer (Turner Designs). Firefly luciferase luminescence was then 

quenched by adding 100µl of the Stop & Glo reagent (Dual Luciferase Reporter Assay System 

kit, Promega), containing also the substrate for the Renilla luciferase. The activity of renilla 

luciferase was measured with the same parameters used for the Firefly luciferase. Firefly 

luciferase activity was normalised by Renilla luciferase activity and expressed as relative 

luciferase units (RLU).  
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RNA EXTRACTION  

MONOLAYER 

Total RNA was extracted from fully confluent P0 chondrocytes monolayer cells seeded in 

24well plates. After one wash in PBS, the cells were lysed by direct addition of TRIzol reagent 

(Invitrogen) (1ml/well), and each sample was gently sheered with a syringe for five times and 

collected in an Eppendorf tube. After a first centrifugation at 20000g for 10 minutes, the 

supernatant was collected and the debris, if present, discarded. Two hundred µl of chloroform 

were then added to each sample. The samples were mixed thoroughly by shaking for at least 

20 seconds before being incubated on ice for 2 minutes. The samples were centrifuged for 15 

minutes at 10000g. After centrifugation three different phases are distinguishable in the tubes: 

an upper aqueous phase, containing the RNA, an interphase containing genomic DNA and a 

lower phenolic phase containing proteins. The RNA-containing phase was collected, mixed 

with 500µl of ice-cold isopropanol and left on ice for 30 minutes, to allow the precipitation of 

the RNA. If the expected amount of RNA was very low, in order to maximize the RNA yield, 

0.5µl of Glycogen (Boheringer Mannheim GmbH) was added to each sample. The samples 

were centrifuged at maximum speed for 30 minutes at 4°C and the RNA pellet was 

resuspended in 70% v/v ethanol and eventually centrifuged at maximum speed for 5 minutes 

at 4°C. After centrifugation the ethanol was carefully removed and the pellets were allowed to 

air-dry for 15 minutes at room temperature, and subsequently re-dissolved in 4-12µl of 

ultrapure water, depending on the amount of the RNA purified. The concentration of the RNA 

was evaluated by reading the absorbance at 260 nm using a Nanodrop (Nanodrop) 

spectrophotometer and considering that pure RNA will have a 260/280 ratio between 1.8 and 

2.  

IMPLANTS 

To extract RNA from human cartilage implants, cartilage was immediately frozen in liquid 

nitrogen, after the retrieval from the thigh of the CD1nu/nu mice. The implants were then stored 

in liquid nitrogen until the time of the extraction. 
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Before starting the procedure, a mortar and a pestle were thoroughly washed in 0.5% SDS, 

extensively rinsed and left air drying. They were afterwards submerged in liquid nitrogen along 

with a spatula. All the tools were then removed and liquid nitrogen was added to the mortar. 

The frozen cartilage was immediately placed in the liquid nitrogen-containing mortar avoiding 

thawing, and pulverised with the pestle. With the help of the pre-frozen spatula the powder 

was transferred into a vial containing 1ml of TRIzol. To allow a better disaggregation of the 

tissue, the suspension was sheared gently with a syringe and incubated on ice for 15 minutes 

under gentle tilting. The suspension was then moved to an Eppendorf tube and centrifuged at 

maximum speed for 10 minutes. The pellet was discarded and 200µl of chloroform were added 

to the sample which was then incubated on ice for 2 minutes. The tubes were centrifuged for 

15 minutes at 10000g at 4°C and the aqueous phase containing the RNA fraction, collected. 

These were added with an equal volume of phenol in citrate buffer (Invitrogen) pH 4.5, mixed, 

and left 15 minutes on ice. After addition of an equal volume of chloroform:isoamyl alcohol 

24:1, the samples were mixed, incubated on ice for 2 minutes and centrifuged again for 15 

minutes at 10000g. The aqueous phase was collected and extraction with 

phenol/chloroform:isoamyl alcohol 24:1 was repeated once more. After a last separation with 

only chloroform:isoamyl alcohol 24:1, the aqueous phase obtained from the last centrifugation 

was mixed with an equal volume of pre-chilled isopropanol, shaken for at least 20 seconds and 

incubated on ice for 30 minutes. The samples were centrifuged at maximum speed for 40 

minutes at 4°C. The pellet was washed with 70% v/v pre-chilled ethanol, centrifuged again at 

maximum speed for 5 minutes and left air drying for 15 minutes at 4°C. The RNA was 

eventually dissolved in 10µl of RNA-se free water, the RNA concentration measured 

spectrophotometrically using a Nanodrop spectrophotometer and stored at -80°C until further 

use. 
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GENE EXPRESSION ANALYSIS  

Five hundred nanograms of total RNA from each sample were reverse transcribed by using 

Thermoscript Reverse Transcriptase Kit (Invitrogen) with oligo dT primers and quantitative 

polymerase chain reaction (PCR) was performed with hot-start DNA polymerase (Qiagen) in 

the presence of 0.1X SYBR green (Sigma-Aldrich) and 0.2X ROX dye (Invitrogen) by using a 

T7900 HD (Applied Biosystem) machine. For primer sequences see Table 2. 
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TABLE 2 HUMAN PRIMERS 

Gene Sense Antisense Lenght 

β-actin, 5 -CACGGCTGCTTCCAGCTC-3’, 5 -CACAGGACTCCATGCCCAG-3  134bp 

ADAMTS-5 5’- GACCGATGGCACTGAATGTA -3’ 5’- TGTACAGCTGGAGTTGTCTCCT -3’ 145bp 

Aggrecan 5 -GTTGTCATCAGCACCAGCATC-3’, 5 -ACCACACAGTCCTCTCCAGC-3; 509bp 

Axin-2 5’-TACCGGAGGATGCTGAAGGC-3’ 5’-CCACTGGCCGATTCTTCCTT-3’, 345bp 

Col1A1, 5’-GCCCTGTCTGCTTCCTGTAA-3’, 5’-GGTTCAGTTTGGGTTGCTTG-3’, 104bp 

Col2A1 5 -CTGCTCGTCGCCGCTGTCCTT-3’ 5’-AAGGGTCCCAGGTTCTCCATC-3  432bp 

MMP-3 5’-CAACCGTGAGGAAAATCGATGCAG-3’ 5’-CGGCAAGATACAGATTCACGCTCAA-3’ 440bp 

MMP-13 5’-ACGGACCCATACAGTTTGAATACAGC-3’, 5’-CCATTTGTGGTGTGGGAAGTATCATC-3’ 360bp 

PCNA 5’-GGAGAACTTGGAAATGGAAAC-3’ 5’-CTGCATTTAGAGTCAAGACCC-3’ 548bp 

Sox9 5’-GAACGCACATCAAGACGGAG-3’ 5’-TCTCGTTGATTTCGCTGCTC-3’ 631bp 

WNT-3A 5’-CCATCCTCTGCCTCAAATTC-3’ 5’-TGGACAGTGGATATAGCAGCA-3’. 70bp 

FZD1 5’-TTCAGCAGCACATTCTGAGG-3’ 5’-CCTGCACACATTTTCCCTTT-3’ 154bp 

FZD2 5’-TCACGGTCTACATGATCAAA-3’ 5’-GCAACCTAAAAGTGAAATGG-3’ 266bp 

FZD3 5’-GGATGATCAAAGAAGCAAAG-3’ 5’-TTGAGCCGATGAGAACTACT-3’ 186bp 

FZD4 5’-GACTTTGGAAGGAACCTTTT-3’ 5’-TGAAACCCCGTCTCTACTAA-3’ 238bp 

FZD5 5’-GGTTTGGTGCAGGTGAATTT-3’ 5’-CTACAGCATGGGATAGGCACT-3’ 125bp 

FZD6 5’-TTCGGCAGCTCACTAGGATT-3’ 5’-CATCAGAAAATCTTGCCCAA-3’ 190bp 

FZD7 5’-CTGGAGTTCTTTGAAATGTGCT-3’ 5’-AAGGTTAGCTCCCATGATTCTC-3’ 133bp 

FZD8 5’-CGGTTTGGGTATTCTTAATG-3’ 5’-ACAGGGGTAAGCCTCTAAAC-3’ 215bp 

FZD9 5’-AACACAGAGAAGCTGGAGAA-3’ 5’-ACCACCAGTGACATGAAAAT-3’ 251bp 

FZD10 5’-AGAAACCCTTCAGTGCTACA-3’ 5’-AAAGTGTCTCTGCCAACCTA-3’ 205bp 
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PCR CONDITIONS: 

Cycling was preceded by 2 minutes at 50oC and by a first denaturation step at 96oC, which was 

also needed to activate the hot-start polymerase. The cycling conditions were optimized to 

achieve the highest efficiency coupled with the highest specificity as evaluated by the 

generation of a single amplicon of the expected size on agarose gel electrophoresis. 

Cycling conditions: 

COL2A1, Aggrecan: 2 steps 68 (96°C 30’’, 68°C 1’30’’, 40 cycles) 

COL1A1: 2 steps 60 (96°C 30’’, 60°C 1’30’’, 40 cycles) 

All the other primers: 3 steps 55 (96°C 30’’, 55°C 30’’, 72°C 1’) 

 

At the end of the cycling, a melting curve was performed from 90 until 72 degrees. Comparing 

the melting profile of the positive control (which was also checked for size by agarose gel 

electrophoresis) with that of the test wells helped identifying individual wells in which non-

specific amplification had occurred. Every sample and standard was run in triplicate and a 

water control was used to check for reagents contamination. 

Gene expression was calculated using a standard curve generated with a positive control or a 

specific PCR product diluted 1:1, 1:32, 1:1000 and water control. 

The expression level of each gene was normalized for the correspondent one of β-actin. The Ct 

values of β-actin of all the samples were all between 18 and 20. No variation of β-actin values 

were noticed between treated and not-treated samples. 

SDS-PAGE AND WESTERN BLOTTING  

After treatment, P0 adult human articular chondrocytes (AHAC) cells seeded into 6 well plates 

well plate were washed once in ice-cold PBS containing phosphatase and protease inhibitors 

(Roche).  

Total cell extracts were obtained by scraping the cells in 100µl of extraction buffer and leaving 

the lysates on ice for 30 minutes in total, vortexing the samples every 10 minutes. Protein 
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concentration of the samples was determined by BCA assay (Pierce). A total of 60µg of protein 

lysate per sample were added to 10 µl of Laemmli buffer 5X and the volume was adjusted up 

to 50µl with sterile PBS.  

45 µl of each sample were loaded into 10% v/v Tris-Glycine pre-cast gel (Invitrogen) and run at 

150V until the front dye reaches the bottom of the gel. The gels were then blotted by using i-

Blot system (Invitrogen), a semi-dry blotting system allowing the transfer of the proteins from 

the polyacrilamide gels to nitrocellulose membranes. 

 

β-catenin staining: the membranes were blocked in 5% non-fat milk prepared in PBS/0.1% v/v 

Tween (milk) for at least 3 hours at RT. The membranes were then incubated overnight at 4°C 

with anti β-catenin antibody (1:1000, Cell Signaling) diluted in milk, under slow agitation.  

CaMKII and pT286CaMKII staining: the membranes were blocked in 5% BSA prepared in 

PBS/0.1% TWEEN (blocking solution) for at least 3h at RT. The membranes were then 

incubated overnight at 4°C with anti CaMKII antibody (1:2000, Abcam) or anti p286CaMKII 

(1:1000, Cell signalling) diluted in the blocking solution, under slow agitation.  

 

The primary antibody was then removed and the membranes washed three times 

consecutively in PBS/TWEEN 0.1% (washing buffer). After these three initial washes the 

membranes were washed other 4 times every 15 minutes for 1 hour in total, under slow 

agitation. Subsequently, the membranes were incubated for 45 minutes at RT with the 

appropriate HRP-conjugated secondary antibody (goat anti-rabbit or goat anti-mouse from 

Santa Cruz) diluted 1:2000 in milk. The samples were washed again as after the primary 

antibody, and incubated for 1 minute and 30 seconds in the dark with home-made 

chemiluminescent solution. 
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PHOSPHO CAMKII IMMUNOFLUORESCENCE 

For immunofluorescence, AHAC were seeded (104 cells/cm2) on chamber slides (Lab-Tek) and 

treated for 24 hours with 100 ng/ml of recombinant WNT-3A in combination with 10μM KN92 

or KN93 (Calbiochem). The cells were then washed in PBS and fixed in 4% buffered PFA (pH 

7.4) for 5 minutes at room temperature. Auto-fluorescence was quenched by incubating the 

section twice in 50mM NH4Cl for 10 minutes. After 1 hour blocking in FBS diluted 1:5 plus 0.2% 

Triton X, the sections were incubated overnight at 4°C with anti phospho-CaMKII rabbit 

polyclonal antibody (Cell Signalling) or rabbit IgG (Dako) as negative control, both diluted 1:100 

in blocking solution. After washing twice for 10 minutes each in PBS/0.2%Triton X (washing 

solution), the cells were incubated with cy3-conjugated goat anti-rabbit antibody 1:300 

(Jackson ImmunoResearch Laboratories) for 1 hour. Slides were mounted in Mowiol 

(Calbiochem, Merck Biosciences Ltd) and images were taken with an Olympus BX61 

microscope by using 40X magnification/0.85 of numerical aperture. Images were acquired with 

a fluorescence microscope (Olympus BX61) by using an uplan Fluo 40x NA 0.85 objective. After 

acquisition and densitometric analysis (see below), the contrast of the images was enhanced 

for best graphic rendering using Adobe Photoshop 7.0, all with the same parameters, without 

altering relationship of target to control images. The fluorescence intensity was measured by 

using Image J software on the original photographs. The average pixel intensity profile (y-axis: 

0=black, 255=white) was plotted over a linear length of a whole cell. The mean nuclear and 

cytoplasmic fluorescence intensity, obtained by the plot profile as shown in Fig. 35, were 

generated by analysing 40 cells per field in duplicate for each condition.  

 

HIS-TAG DETECTION BY IMMUNOFLUORESCENCE 
For the detection of the His Tag in the cartilage implants retrieved after the co-injection of 

AHAC with Cos7 cells transfected with a His-tagged vector encoding for granulocyte 

chemotactic protein 2/chemokine alpha 3 (GCP2/CKA) (pGCP2MycHis, map in Fig. 14), sections 

were equilibrated in 0.02% HCl for 15 minutes then digested in 0.25 mg/ml of pepsin (Sigma) in 
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0.02% v/v HCl for 45 minutes at 37°C, washed in water and allowed to air dry for 20 minutes. 

Next, the sections were post-fixed in 4% PFA for 10 minutes at room temperature, and washed 

twice with PBST (5 minutes washes). The endogenous peroxidase activity was quenched by 

incubating the sections with 10% v/v H2O2 for 15 minutes. The sections were blocked in Protein 

Blocking Solution (Dako) for 1 hour at room temperature, blotted, and incubated overnight at 

4°C with the primary antibody Goat polyclonal to 6x His Tag HRP diluted to a final 

concentration of 4mg/ml (Abcam) in the protein Blocking Solution (Dako). Sections were then 

washed three times in PBST and developed with liquid DAB Substrate Chromogen System 

(DAB) as peroxidase substrate (BDH). 

 

 

 

 

 

 

 

 

 

 

 

 

 
Figure 14: GCP2 (CKA) MycHis tagged encoding plasmid 

 

CALCIUM MOBILIZATION ASSAY 

P0 AHAC were seeded at a density of 6000cells/well into a 96 well plate. One day after seeding 

the cells were labelled for 30 minutes at RT and for 30 minutes at 37°C with 50µl of Fluo-4-

Direct kit (Invitrogen) solution containing 2.5mM Probenecid and were subjected to 

treatments with growth factors or inhibitors as indicated for individual experiments. After 
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treatments, the fluorescence emitted by the cells (excitation wavelength 494 nm, emission 

wavelength 516 nm) was recorded using a Fluo-Star Galaxy fluorimeter. The fluorescence was 

expressed as Relative Fluorescence Units (RFU). 

ECTOPIC CARTILAGE FORMATION ASSAY 
This assay measures the capacity of cells to form ectopic stable cartilage in vivo and was 

performed as previously described (Dell'Accio et al., 2001). Five million cells per injection were 

used. Cells were washed twice in PBS and resuspended in aliquots of 5X106 cells in 50μl of PBS 

and injected in the posterior compartment of the thigh of female CD1nu/nu mice. After 14 days 

the mice were killed and the implants carefully dissected. Each implant was measured for wet 

weight and cut in half along the longest axis. One half was processed for total RNA extraction, 

and the other fixed and embedded in Optimal Cutting Temperature (OCT) or paraffin for 

histological examination. The sample orientation was arranged in such a way that the first 

section went through the cleavage plane of the explants and represented the cross-sectional 

largest area. 

GENERATION OF GROWTH ARRESTED CELL LINES FOR GENE DELIVERY 

In some experiments, chondrocytes were co-injected with growth arrested cell lines-Cos7 

(monkey kidney fibroblasts) and L-cells (murine skin fibroblasts) overexpressing foreign genes. 

To induce growth arrest, the cells were cultured until they reached 80% confluency. 7.5 µg/ml 

(for L-cells) or 5 µg/ml (for Cos7 cells) of mitomicyn C where added to the culture medium and 

the cells returned to the incubator. After two hours, the cells were washed twice in PBS, 

counted and checked for viability. The cells were then either replated to control for efficacy of 

growth arrest, or used for co-implantation in a proportion of 1/10 growth arrested 

cells/chondrocytes.  
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HISTOLOGY AND IMMUNOHISTOCHEMISTRY 

PARAFFIN EMBEDDING 

a) Samples were fixed overnight in freshly made 4% buffered PFA o/n at 4°C.  

b) The samples were dehydrated through a gradient of ethanol, xylene and paraffin.  

c) The samples were embedded in paraffin and stored at RT until needed. 

d) Sectioning was performed with 5μm slices. The sample number was recorded to allow 

serial staining. 

OCT EMBEDDING 

a) A drop of OCT was placed in a foil mould.  

b) The sample was added, and oriented as required, and then covered completely with 

OCT.  

c) A 6 well plate filled with isopentane (2-methyl butane) was placed in a box filled with 

liquid nitrogen, bringing the isopentane at its freezing point (-160°C).  

d) The cylinder with the embedded sample was then placed within the ice-cold 

isopentane, until completely frozen.  

e) Blocks were stored at -80°C in 24 well plates until needed.  

f) The OCT blocks were sectioned serially using a cryostat with 7 μm-thick sections. All 

sections were serially numbered to facilitate serial staining.  
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PREPARATION OF PARAFFIN SECTIONS 

a) Sections were heated at 55°C for 15 minutes and immediately immersed in xylene. 

b) Sections were deparaffinized through 2 serial passages (5 minutes each) in xylene, and 2 

passages in 100% ethanol (5 minutes each). 

c) Sections were air dried for 20 minutes. 

PREPARATION OF FROZEN SECTIONS 

a) The OCT blocks were equilibrated overnight at -20oC 

b) The cryostat was equilibrated with a room temperature of -18°C and a sample 

temperature of -20°C 

c) Sectioning was performed at an interval of 7μm 

d) Sections were air-dried overnight and then stored at -20oC until further use 

e) Sections were thawed and air dried at room temperature for 30 minutes 

f) For some applications including immunohistochemistry, sections were post fixed with 

one drop of freshly made 4% PFA for 5 minutes, and rinsed in PBS. 

HAEMATOXYLIN AND EOSIN (H&E) STAINING  

1) Frozen sections were gradually rehydrated in descending grades of ethanol (100%, 

70% and 50% ethanol (5 minutes each)  

2) Sections were washed in distilled water for 5 minutes 

3) The sections were stained for 5 minutes in Mayer’s hematoxylin (BDH) 

4) The slides were then washed again in water and placed in Eosin (BDH) for 1 minute 

5) The slides were washed again and dehydrated in ascending grades of ethanol (50%, 

70% and 100% for 5 minutes each 

6) Two passages in xylene (5 minutes each) and mounted with DEPEX. 
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TOLUIDINE BLUE STAINING 

1) The slides were deparaffinised in xylene (2X5minutes) and 100% ethanol (2X5minutes) 

2) The sections were washed in distilled water for 5 minutes 

3) One drop of toluidine blue prepared in acetate buffer (pH 4.0) was put on each section 

for a maximum of 30 seconds. The excess of dye was removed by washing the slides in 

water and the sections were left air drying. 

4) The sections were then differentiated in ethanol 100% ethanol (2X5minutes), then in 

xylene (2X5 minutes) and mounted with DEPEX. 

 

SAFRANIN O STAINING 
1) The slides were deparaffinised in xylene (2X5 minutes) and 100% ethanol (2X5 

minutes)  

2) The sections were washed for 5 minutes in  and immersed in safranin O (SO) 0.2% w/v 

for 13 minutes.  

3) The sections were rinsed thoroughly in distilled water (2X2 minutes)  

4) The sections were then differentiated in ethanol 100% ethanol (2X5minutes), then in 

xylene (2X5 minutes) and mounted with DEPEX. 

IMAGES AND DIGITAL PHOTOGRAPHY 

Images were taken with an Olympus BX61 microscope. Images were acquired at 22°C, by using 

an Olympus F-View II (SIS) camera and Cell P software.  

For fluorescent images, the acquisition parameters were set using the positive and negative 

control sections to achieve the maximum sensitivity and specificity as described below and 

were then used constant for the acquisition of all images. 

a) Autogain off 

b) Setting exposure time. The negative control (non-immune IgG) was placed in on the 

microscope and the exposure time set and fixed in such a way that the background 
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fluorescence was barely visible or not visible at all. This same exposure time was used 

to acquire all images. 

c) Gain setting. The gain parameter was set using the section, within the experiment, 

with the strongest fluorescence. The upper limit was then set so that the brightest 

point was nearly completely white, but with a value ≤ 225, and then kept constant for 

all images. This allowed preventing saturation and consequent loss of sensitivity. 

IMAGE ANALYSIS 

Image analysis was performed using image J software. Original black and white images were 

used to quantify fluorescence. Original color images were used to quantify morphological 

parameters and safranin O staining. 

AREA DETERMINATION 

5 non-consecutive sections were chosen through the centre of the explants covering a total of 

350µm in thickness. These sections therefore represented the maximum cross-sectional area. 

The implant area was manually drawn, eliminating the residual skeletal muscle left attached. 

After calibration, the area of the implant in each section was determined and the value 

averaged. 

SAFRANIN O INTENSITY 

The sample area identified in the previous paragraph was saved as a mask. The pictured were 

transformed in grayscale. The average gray value within each mask was averaged and 

represented the intensity of safranin O staining. 

FLUORESCENCE INTENSITY AND CELLULAR DISTRIBUTION (CAMKII IMMUNOSTAINING) 

Fluorescent images were acquired as described above. For each cell analysed a line along the 

maximum axis (Fig. 32) was drawn. The grayscale values along the line were plotted with a 

histogram using Image J. 
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The area under the curve was calculated and represented the total fluorescence. The area 

under the curve relative to the segment corresponding to the nucleus was also calculated and 

represented the nuclear fluorescence (Fig. 35). 

STATISTICAL ANALYSIS 

Parametric data were compared with student T-test. For multiple comparisons we used 

ANOVA analysis, with Dunnet post-test. Data in Fig. 33B were analysed with Kruskal Wallis with 

Dunns post-test. P values less than 0.05 were considered significant. *, p<0.05; **, p<0.005; 

***, p<0.0005. In the graphs values are expressed as mean±SEM. 
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BUFFERS AND MEDIA 
COMPLETE MEDIUM 

1% antibiotic-antimycotic solution 

1% NaPyr 

10% serum 

FREEZING MEDIUM 

7.5ml FBS 

5ml DMSO 

Top to 25 ml with complete medium 

Sterilize by filtration 

LB MEDIUM 

10g tryptone 

5g yeast extract 

10g NaCl 

LB-AGAR 

10g tryptone 

5g yeast extract 

10g NaCl 

15g AGAR 

Autoclave to solubilize 

SDS-PAGE 

EXTRACTION BUFFER 

10 mM HEPES 

1.5 mM MgCl2 

10 mM KCl 

0.5 mM DTT 

0.05% NP40  

pH 7.9 
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TRIS-GLYCINE RUNNING BUFFER 

25mM Trizma-Base 

192mM Glycine 

0.1% SDS 

pH8.3 

LAEMMLI BUFFER 

63mM Tris HCl 

10% Glycerol 

2% SDS 

0.0025% Bromophenol blue 

pH 6.8 

BLOCKING SOLUTION (BETA-CATENIN) 

5% non-fat milk 

0.1% TWEEN 

PBS 

BLOCKING SOLUTION (CAMKII OR PCAMKII) 

5% non-fat milk 

0.1% TWEEN 

TBS 

WASHING SOLUTION 

0.1% TWEEN 

PBS/TBS 

ECL 

Solution 1 

1ml of luminol stock (250mM luminol in DMSO (0.88g/20ml)) 

0.44ml p-coumaric acid stock (0.29g/20ml) 

10ml 1M Tris Base (pH 8.5) 

Make up to 100ml with distilled water 
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Solution 2 

64µl 30% H2O2 

10ml Tris Base (pH 8.5) 

Make up to 100ml with distilled water 

 

Mix 1:1 and add for 1’30” on the nitrocellulose membrane prior developing. 

 

ACETATE BUFFER 

Stock solutions: 

Stock A: 0.2M acetic acid 

(1.2 cm3 glacial acetic acid in 100 cm3 of distilled water) 

Stock B: 0.2M sodium acetate 

(1.64g sodium acetate anhydrous in 100 cm3 of distilled water) 

For toluidine blue solution 

41 cm3 of Stock A + 9cm3 of Stock B made up 100cm3 with distilled water (final solution=pH 

4.0) 

TOLUIDINE BLUE 

Add 0.2g toluidine blue powder to 100ml of the acetate buffer and filter. 

Leave resting at RT for at least 1 week. 

SAFRANIN O 

0.2% SO in 0.2M glacial acetic acid in distilled water 

HAEMATOXYLIN 

For 2 liters 

 2g Haematoxylin powder 

 100g Aluminium Potassium Sulphate 

 0.4g Sodium Iodate 

Heat at 85°C for 1-2 hours 

Once dissolved add: 
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 1g Citric Acid 

 100g Choral Hydrate 

Heat again at 85ºC for 1-2 hours 

EOSIN 

Dissolve 10g of Eosin Y in 1l of distilled water on a warm stirrer plate. Filter the solution prior 

the use. 
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BIOLOGICAL EFFECTS OF WNT-3A TREATMENT ON ARTICULAR 

CHONDROCYTES IN VITRO 

EXPRESSION OF WNT-3A AND FZD RECEPTORS IN HUMAN ARTICULAR CHONDROCYTES 

To test the biological effect of the activation of the Wnt/β -catenin pathway in human 

articular chondrocytes, we chose to stimulate these cells with WNT-3A. WNT-3A is a 

prototypical, well characterized activator of the β -catenin dependent canonical 

pathway (Shimizu et al., 1997) which an established role in arthritis (Nakamura et al., 

2005). Confirming such involvement, we detected WNT-3A in normal articular cartilage and 

we discovered that its mRNA expression was down-regulated in OA (Fig. 15).  

 

 

 

 

 

 

 

 

 

 

 

 



Results 

 83 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure 15 :WNT-3A mRNA expression in human articular cartilage 

WNT-3A mRNA expression in human articular cartilage. Normal cartilage was removed from the knee of 

an amputee patient (n=1). Preserved cartilage was defined by a Mankin score ≤ 4; damaged cartilage 

had a Mankin score ≥ 6 (n=3). Preserved and damaged cartilage were removed from different areas of 

the tissue taken from the same patient. Gene expression values were obtained by Q-PCR and 

normalized for the housekeeping gene β-actin. The values are expressed as mean±SEM. The values are 

not statistically different in a significant way. 
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Before evaluating the effect of WNT-3A stimulation I also checked for the expression 

of all the Frizzled (FZD) receptors known to modulate canonical and non-canonical 

pathways (Fig. 16). 
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Figure 16: Gene expression analysis of FZD receptors in human cartilage explants and P0 chondrocytes 

(A-C) Gene expression levels of FZD receptors in human cartilage explants and P0 chondrocytes. (A) 

Expression levels of FZD receptors in P0 chondrocytes were assessed by semi-quantitative PCR 

(40cycles). Each band correspond to cDNA extracted from a different donor. (B) The intensity of the 

bands was measured using densitometry by Image J software and then normalized for the intensity of β-

actin (25 cycles). (C) Expression levels in human cartilage explants were obtained by a microarray 

analysis in cartilage explants (Dell'Accio et al., 2008). RDU= Relative Densitometry Units.  
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All FZD receptors were expressed at mRNA levels both in articular chondrocytes 

cultured in monolayer and in human cartilage explants (Fig. 16). Therefore, articular 

chondrocytes maintain in vitro the expression of FZD receptors and the capacity to 

respond to Wnts. 

WNT-3A PROMOTES ARTICULAR CHONDROCYTE PROLIFERATION 

I then started to investigate the function of this ligand on the proliferation, 

differentiation, and extracellular matrix production of articular chondrocytes, 

because all these biological outcomes are relevant to cartilage homeostasis.  

Treatment of primary porcine articular chondrocytes with 100 ng/ml of r ecombinant 

WNT-3A over a three day time course resulted in a statistically significant increase of 

cell proliferation compared to vehicle control (Fig. 17A). The proliferative effect of WNT-

3A was confirmed in human articular chondrocytes, where the proliferation marker PCNA was 

up-regulated 24 hours after stimulation with WNT-3A (Fig. 17B). 
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Figure 17: WNT-3A promotes articular chondrocyte proliferation 

(A) Porcine articular chondrocytes were treated with 100ng/ml of recombinant WNT-3A or vehicle for 

three days. Incorporation of tritiated thymidine was recorded every 24 hours and the counts plotted 

(n=6 for each time point). (B) WNT-3A promotes up-regulation of the proliferation marker gene PCNA in 

AHAC. P0 AHAC were treated for 24 hours with 100 ng/ml of recombinant WNT-3A and PCNA gene 

expression levels were analyzed by Q-PCR and normalized for β-actin (n=4). Statistical analysis was 

performed with unpaired t-test. 
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WNT-3A PROMOTES ARTICULAR CHONDROCYTE DE-DIFFERENTIATION 

WNT-3A has been shown to delay chondrogenesis in mesenchymal stem cells and to promote 

chondrocyte de-differentiation in articular chondrocytes (Ryu et al., 2002;Reinhold et al., 

2006). To test the effect of WNT-3A stimulation in my system, I compared the expression of 

chondrocyte-lineage markers by confluent primary AHAC treated with either WNT-3A or 

vehicle control. COL2A1, Aggrecan, and SOX9 mRNA were statistically significantly down-

regulated following WNT-3A treatment (Fig. 18). In contrast with previous data (Yuasa et al., 

2008), the chondrocyte hypertrophy marker MMP13 was also down-regulated. Other genes 

relevant to cartilage homeostasis/biology including COL1A1, MMP-3, and ADAMTS5 (Goldring, 

2006) were unchanged (Fig. 18). 
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Figure 18: WNT-3A promotes articular chondrocyte de-differentiation 

WNT-3A induced down-regulation of the differentiation markers COL2A1, Aggrecan, SOX9 and MMP13, 

as evaluated by Q-PCR (n=6, 3 donors, 2 samples/donor). Gene expression values are reported as 

percentage of up- or down-regulation compared to control (100%-dotted line in the graph). Statistical 

analysis was performed by paired T-test. 
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The main function of articular chondrocytes is the production of a specialized extracellular 

matrix rich in highly sulphated GAGs, which provide the elastic biomechanical properties 

required for motion and weight bearing. Therefore, to test whether WNT-3A affected this 

important function of chondrocytes, I took advantage of the capacity of chondrocytes to 

produce large amounts of such matrix when cultured in 3D micromasses.  
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Figure 19: WNT-3A decreases ECM deposition in AHAC micromasses 

P0 Chondrocyte micromasses were stimulated for four days with 100ng/ml of recombinant WNT-3A. 

The micromasses were then fixed in methanol and stained overnight with alcian blue. Following 

extraction in 6M guanidine, the amount of the Alcian blue was quantified by spectrophotometric 

measurement at 630nm (n=4). Statistical analysis was performed by unpaired t-test. 
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Treatment of human primary AHAC micromasses with 100ng/ml of WNT-3A for 4 days induced 

a statistically significant decrease in the accumulation of highly sulphated GAGs, as evaluated 

by Alcian Blue staining and spectrophotometric quantitation (Fig. 19). 

On mesenchymal stem cell micromasses, the decrease of proteoglycan content due to WNT-3A 

stimulation was shown to be an irreversible process (ten Berge et al., 2008). To test if this was 

true also in micromasses obtained from fully differentiated cells, I stimulated AHAC 

micromasses for four days with WNT-3A and then I withdrew the stimulus for additional 4 

days. 

The proteoglycan content of micromasses in which the stimulus was withdrawn was similar to 

the ones in which WNT-3A stimulation was prolonged for 8 days; this shows that the biological 

effect of WNT-3A is permanent and irreversible also in this biological system (Fig. 20) 
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Figure 20: Articular chondrocyte de-differentiation promoted by WNT-3A is irreversible 

Chondrocyte micromasses were stimulated for 8 days with conditioned medium obtained from L-cells 

overexpressing WNT-3A (diluted as described in the “Appendix 2” session) with control-medium. A 

separate group was stimulated with WNT-3A conditioned medium for 4 days before withdrawing the 

stimulus for other 4 days. The micromasses were stained with alcian blue overnight and proteoglycan 

content measured after guanidine extraction. n=4 for each condition. Statistical analysis was performed 

by unpaired t-test. 
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These data are largely in keeping with previous literature: WNT-3A treatment promoted 

human articular chondrocyte proliferation, but also induced down-regulation of the 

chondrocyte phenotypic marker genes COL2A1, AGGRECAN, and SOX9. In addition, WNT-3A-

stimulation decreases the expression of the hypertrophic marker gene MMP13. 

WNT-3A treatment also decreased the accumulation of GAGs in chondrocyte micromasses. 

From this experiment we cannot determine if this is due to a decreased synthesis or to an 

increased catabolic activity. On the basis of the gene expression analysis data, we prefer the 

first hypothesis, since the expression of Aggrecan and MMP13 mRNA is reduced upon WNT-3A 

stimulation as well as MMP13 expression. However, both decreased synthesis and increased 

metalloproteinase activity have been demonstrated in the previous literature (Yuasa et al., 

2008). To better understanding how WNT-3A influence GAGs content, 35S-incorporation and 

metalloproteinase activity should be monitored. 
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BIOLOGICAL EFFECTS OF WNT-3A TREATMENT ON ARTICULAR 

CHONDROCYTES IN VIVO 

To confirm the validity of the biological effects of WNT-3A in an in vivo system, we used a well-

established model that measures the capacity of chondrocytes to form ectopic stable hyaline-

like cartilage when implanted intramuscularly in nude mice (Dell'Accio et al., 2001). The 

ectopic cartilage formation assay has been proven to be an accurate and reproducible tool to 

assess if the chondrocytes have lost their phenotypic stability (Dell'Accio et al., 2001). 

Following serial culture expansion, chondrocytes irreversibly lose their phenotype and the 

ability to form cartilage in vivo, although they still can re-express COL2A1 or Aggrecan when 

cultured in anchorage independent conditions (e.g. in agarose)(Benya and Shaffer, 1982). The 

assay was also validated to predict the successful outcome of autologous chondrocyte 

transplantation (ACI) in a goat model (Dell'Accio et al., 2003b) and in human (Saris et al., 

2009;Saris et al., 2008). 

To provide a constant supply of WNT-3A during the cartilage implant formation in vivo with 

minimal manipulation of the chondrocytes, we set up a cell-delivery system based on the co-

injection of the articular chondrocytes with growth-arrested L-cells overexpressing WNT-3A or 

untransfected, growth arrested, L-cells as control. We then performed a thorough validation of 

this method demonstrating effective growth arrest, that growth arrested L-cells retain the 

capacity to stably express and secrete biologically active WNT-3A for at least 2 weeks, and that 

growth arrested cells persist alive when co-implanted in vivo. The data relative to such 

validation are quite large, and therefore we have reported them as a methodological chapter 

in "Appendix 3" at the end of this thesis. 
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We performed the ectopic cartilage formation assay in nude mice by co-injecting 5X106 freshly 

isolated porcine chondrocytes with 5X105 L-WNT3-A cells or wild type L-cells as control. We 

performed 12 co-implantations per group. Two weeks following implantation, the mice were 

killed, the explants carefully dissected and measured for wet weight. Subsequently the 

explants were fixed, cut through their major axis, sectioned, and the sections through the 

centre were utilized for histomorphometrical assessment as described in detail in the 

“Materials and Methods” section.  

To compare the degree of chondrocytic differentiation and extracellular matrix production in 

the two groups of implants we used Safranin O staining. The staining was statistically 

significantly weaker in the implants obtained by the co-injection of the chondrocytes with the 

WNT-3A overexpressing L-cells (Fig. 21A-F). 

The wet weight and the cross-sectional area of the cartilage implants retrieved from mice 

injected with chondrocytes plus L-WNT-3A cells was statistically significantly higher compared 

to that of implants obtained from chondrocytes co-implanted with control L-cells (Fig. 22A-B), 

this suggesting a higher degree of chondrocyte proliferation in the implants subjected to WNT-

3A stimulation. 
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Figure 21: WNT-3A promotes de-differentiation of articular chondrocytes in vivo 

Safranin O staining of cartilage implants obtained by the co-injection of porcine articular cartilage with 

L-cells (A-B) or L-WNT-3A cells (C-D) in nude mice. (E-F) Cartilage implants obtained from the co-

injection with L-WNT-3A cells are less differentiated as shown by decreased safranin O staining. Two 

different parameters were evaluated by using image J software: the average of the total safranin O 

staining in the implant (E) or the percentage of the total area reaching an intensity of staining equal to a 

fixed thresholded value (F). Grayscale digital images from safranin O (SO) staining were used to calculate 

and compare the intensity of the staining (12 implants per conditions were evaluated; 1 slide per 

implant was stained and analysed). M=muscle; I=Implant. Unpaired T-test was used for statistical 

evaluation. 
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Figure 22: WNT-3A promotes the formation of larger cartilage explants in vivo. 

(A) Cartilage implants retrieved from nude mice co-injected with porcine articular chondrocytes and L-

WNT-3A cells had a statistically significant higher wet weight. (B) After removal from the muscle of the 

nude mouse, the cartilage implants were cut in two parts through the longitudinal axis and paraffin 

embedded. Implants were stained with safranin O and the surface area calculated with Image J software 

excluding any residual murine muscular tissue (12 implants per conditions were evaluated). The 

unpaired T-test was used for statistical evaluation. 
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Similar results were obtained with primary AHAC (Fig. 23), thereby confirming that this 

biological outcome is conserved across mammals. 

 

Figure 23: WNT-3A promotes the formation of larger more de-differented human articular 

chondrocyte implants in vivo 

A-E) Cartilage implants retrieved from nude mice co-injected with human articular chondrocytes and L-

WNT-3A cells had a higher wet weight and a weaker SO staining in comparison to control implants. After 

removal from the muscle of the nude mouse, the cartilage implants were cut in two parts through the 

longitudinal axis and paraffin embedded. Cartilage implants obtained from the co-injection with L-WNT-

3A cells are less differentiated as shown by decreased safranin O staining. Two different parameters 

were evaluated by using image J software: the average of the total safranin O staining in the implant (D) 

or the percentage of the total area reaching an intensity of staining equal to a fixed thresholded value. 

(E) Grayscale digital images from safranin O (SO) staining were used to calculate and compare the 

intensity of the staining (3 implants per condition were analysed; five sections per implant were 

averaged).  
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The chimeric nature of these implants also allowed gene expression analysis selectively for the 

chondrocytes using human specific primers. The mRNA levels of the proliferation marker gene 

PCNA were increased, whereas COL2A1, Aggrecan and Sox9 levels were decreased, even 

though this did not reach statistical significance, probably due to the small sample size (n=3 

per condition) of this experiment (Fig. 24). 
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Figure 24: WNT-3A promotes human chondrocyte de-differentiation in vivo 

A-D) RNA was extracted by the cartilage implants retrieved from the nude mice. After retrotranscription, 

the levels of PCNA, COL2A1, Aggrecan and SOX9 mRNA were measured by real time PCR. n=3 for each 

condition. 
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Together, these data show that co-injection of porcine or human articular chondrocytes with L-

cells over-expressing WNT-3A results in an increased proliferation of these cells and in their 

de-differentiation. These results confirm the biological effect of WNT-3A seen in vitro in an in 

vivo system of high clinical relevance.  
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WNT-3A ACTIVATES THE CANONICAL PATHWAY IN HUMAN ARTICULAR 

CHONDROCYTES 
Having confirmed that WNT-3A promotes proliferation and de-differentiation, we decided to 

determine the molecular mechanisms of these effects. WNT-3A is known to activate the 

Wnt/β-catenin pathway in a variety of cells. We therefore set out to confirm the activation of 

this pathway by WNT-3A in AHAC. Treatment with 100 ng/ml recombinant WNT-3A resulted in 

accumulation of β-catenin (Fig. 25), activation of the SUPER8XTOPFlash reporter assay (Fig. 

26A), and a 250 fold up-regulation of the endogenous target gene AXIN2 (Yan et al., 2001)(Fig. 

26B), indicative of activation of the β-catenin-dependent canonical pathway. 

 



Results 

 104 

 

 

Figure 25: WNT-3A causes accumulation of β catenin in AHAC  

Western blotting for β-catenin in the cytoplasmic fraction of AHAC treated for 24 hours with 100 ng/ml 

of recombinant WNT-3A or vehicle control. 
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Figure 26: WNT-3A activates the LEF/TCF-dependent transcription in AHAC.  

(A) Twenty four hours stimulation of AHAC with 100ng/ml of recombinant WNT-3A activated the 

SUPER8XTOPFlash reporter assay in P0 AHAC (n=3). (B) WNT-3A up-regulated the expression of the 

endogenous Wnt-canonical target gene AXIN2 in AHAC as evaluated by Q-PCR. Values were normalized 

for the housekeeping gene β-actin. n=6 (3 donors; 2 samples/donor). Data were analysed with unpaired 

T-test. 
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DKK1 INHIBITS THE ACTIVATION OF THE CANONICAL PATHWAY PROMOTED 

BY WNT-3A BUT NOT WNT-3A-INDUCED DE-DIFFERENTIATION 
To confirm that the observed AHAC phenotypic changes were due to the activation of the 

canonical pathway, primary AHAC were treated with either 100 ng/ml WNT-3A alone or in 

combination with 100 ng/ml of recombinant DKK1, which specifically inhibits the β-catenin-

dependent pathway by binding to LRP co-receptors and preventing their association with FZDs 

(Mao et al., 2001). Co-treatment with DKK1 reverted the WNT-3A-induced up-regulation of 

AXIN2, PCNA and MMP13 (Fig. 27A-C), confirming the inhibition of the canonical pathway.  

Surprisingly however, DKK1 failed to rescue the down-regulation of COL2A1, Aggrecan, and 

SOX9 mRNA in the samples co-treated with WNT-3A and DKK1 (Fig. 28A-C). 

 

 

 

 

 

 

 

 

 

 



Results 

 107 

Figure 27: DKK1 inhibits the activation of the Wnt-β-catenin pathway induced by WNT-3A and rescues 

its effects on proliferation and MMP13 expression. 

A-C) Primary AHAC were treated for 24 hours with 100 ng/ml of recombinant WNT-3A alone or in 

combination with DKK1, and were subjected to gene expression analysis by PCR. Blockade of the Wnt-

canonical pathway by DKK1 rescued the modulation of AXIN2, PCNA, and MMP13 mRNA. n=6 (3 donors, 

2 samples/donor). Data were analysed by unpaired T-test. Gene expression levels are expressed as 

percentage of the vehicle-treated cells. 

 

  



Results 

 108 

 

Figure 28: Figure DKK1 does not rescue the loss of chondrocyte phenotype induced by WNT-3A 

A-C) Primary AHAC were treated for 24 hours with 100 ng/ml of recombinant WNT-3A alone or in 

combination with DKK1, and were subjected to gene expression analysis by PCR. Blockade of the Wnt-

canonical pathway by DKK1 did not rescue the down-regulation of COL2A1, Aggrecan, and SOX9 

promoted by WNT-3A. n=6 (3 donors, 2 samples/donor). Data were analysed by unpaired T-test. Gene 

expression values are expressed as percentage of the vehicle-treated cells. 
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To investigate whether this was due to excessive, exogenous WNT-3A stimulation, we 

investigated if treatment with DKK1 alone, in the absence of exogenous WNT-3A, modified the 

phenotype of AHAC. Strikingly, treatment of AHAC with DKK1 in the absence of WNT-3A, 

promoted by itself a down-regulation of COL2A1 and Aggrecan, similar to that induced by 

WNT-3A, and up-regulation of MMP13 although, as expected, it did reduce AXIN2 and PCNA 

mRNA expression (Fig. 29). Therefore, although the rescue of AXIN2, PCNA and MMP13 

demonstrated that DKK1 successfully blocked the canonical pathway, its failure to rescue 

COL2A1, Aggrecan and SOX9 down-regulation suggested that these genes are regulated 

differently. 
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Figure 29: Stimulation of AHAC with DKK1 promotes their de-differentiation 

In the absence of exogenous WNT-3A, treatment with 100 ng/ml DKK1 resulted, as expected, in down-

regulation of the mRNA levels of AXIN2 and PCNA, but also in a paradoxical down-regulation of COL2A1 

and Aggrecan similar to that induced by WNT-3A. n=6 (3 donors; 2 samples/donor). Data were analysed 

with paired T-test. Gene expression values are expressed as percentage of the vehicle-treated cells. 
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The finding that DKK1 not only did not rescue WNT-3A-induced loss of phenotypic markers 

but, on its own promoted it, was indeed very puzzling. Scattered reports demonstrate that, in 

particular circumstances, WNT-3A can activate non-canonical Wnt pathways. For instance 

WNT-3A has been shown to promote intracellular calcium accumulation and CaMKII activation 

in HUVEC cells (Samarzija et al., 2009) and to induce bone formation through a G-protein and 

PKC-mediated mechanism (Tu et al., 2007). In addition, Dkk1 itself has been shown to promote 

CamKII phosphorylation in a different biological system (Mikheev et al., 2008). Therefore we 

argued that a plausible explanation for our paradoxical results would be that while 

proliferation (PCNA), MMP13 expression, and AXIN2 up-regulation are driven by 

activation of the canonical Wnt pathway, the loss of phenotypic markers (COL2A1, 

SOX9) and of extracellular matrix may be regulated through a different, Wnt/non-

canonical pathway which is antagonized by the canonical. This became the main 

hypothesis in the rest of this study.   
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WNT-3A SIMULTANEOUSLY ACTIVATES THE CANONICAL AND THE 

CA
2+/CAMKII-DEPENDENT WNT PATHWAYS IN A DOSE-DEPENDENT 

MANNER 
To identify the signalling pathway through which WNT-3A induced chondrocyte de-

differentiation, we focused on the Wnt-Ca2+/CaMKII pathway because it has been shown to be 

active in chicken epiphyseal cartilage (Taschner et al., 2008) and to mediate Wnt signalling in 

Zebrafish and Xenopus embryos (Kuhl et al., 2000;Sheldahl et al., 1999;Slusarski et al., 

1997a;Slusarski et al., 1997b) antagonizing β-catenin. As a first approach, to test whether 

WNT-3A activates the non-canonical Ca2+/CaMKII-dependent pathway, I treated primary AHAC 

cultures with increasing doses of WNT-3A whilst monitoring calcium mobilization (as readout 

of the activation of the Ca2+-dependent pathway) and AXIN2 expression (as readout for the 

activation of the canonical pathway). In keeping with our hypothesis, WNT-3A elicited 

activation of both pathways; notably, Ca2+-mobilization occurred preferably at low doses and 

AXIN2 up-regulation at higher doses (Fig. 30A and B).  
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Figure 30: Dose-dependent intracellular Ca
2+

-accumulation and activation of the Wnt/β-catenin-

dependent pathway following treatment with WNT-3A 

(A) WNT-3A caused calcium mobilization in AHAC, particularly at low doses. Primary AHAC were treated 

with different doses of recombinant WNT-3A or vehicle control for 5 minutes and then subjected to 

fluorometric determination of calcium mobilization (n=9; 3 donors, 3 samples/donor). (B) Q-PCR for 

AXIN2 mRNA in primary chondrocytes exposed for 24 hours to different doses of recombinant WNT-3A. 

WNT-3A induced dose dependent up-regulation of AXIN2 in primary AHAC (n=3). Data were analysed by 

unpaired t-test in (A) and with Kruskal Wallis with Dunns post-test in (B). 
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WNT-3A PROMOTES INTRACELLULAR CALCIUM MOBILIZATION TROUGH A G-PROTEIN 

DEPENDENT MECHANISM 

In Zebrafish and Xenopus embryos, it was shown that the Ca2+/CaMKII pathway signals in a G-

protein dependent manner (Kuhl et al., 2000;Sheldahl et al., 1999;Slusarski et al., 1997a). 

Furthermore, WNT-3A has been recently proved to elicit G-protein-mediated properties of 

mammalians FZD receptors (Koval and Katanaev, 2011). To explore whether in articular 

chondrocytes, the calcium release demonstrated following WNT-3A treatment was G protein-

dependent, we used pertussis toxin (PTX), a Gαi, Gα0 and Gαt protein inhibitor (Sheldahl et al., 

1999;Slusarski et al., 1997a). In a collaborative effort with Joanna Sherwood, PhD student in 

our laboratory, we demonstrated that PTX treatment resulted in an efficient blockade of WNT-

3A-induced calcium mobilization (Fig. 31), thereby confirming a strong analogy between the 

Ca2+/CaMKII pathway activated by WNT-5A in Xenopus and what was being observed in 

articular chondrocytes in response to WNT-3A. 
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Figure 31: WNT-3A-mediated intracellular calcium accumulation is G-protein dependent 

AHAC were pre-incubated overnight at 37°C with 1μg/ml of the G-protein inhibitor PTX (pertussis toxin) 

and then treated for 5 minutes with 100ng/ml of WNT-3A or vehicle control. PTX treatment blocked 

calcium mobilization induced by WNT-3A (n=6; 3 donors, 2 samples/donor). Data were analysed by 

unpaired t-test. Experiment performed by Joanna Sherwood. 
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WNT-3A PROMOTES PHOSPHORYLATION AND NUCLEAR ACCUMULATION OF CAMKII 

IN HUMAN ARTICULAR CHONDROCYTES 

Encouraged by these results, we went on to evaluate the involvement of CaMKII. 

Phosphorylation in Thr286 (T286) is a key event in CaMKII activation (Griffith et al., 2003). As a 

first step we aimed at investigating whether WNT-3A treatment resulted in increased 

phosphorylation of T286. I treated AHAC with 100 ng/ml WNT-3A or vehicle control for 24 

hours and stained the monolayers with an antibody to detect the activated, phosphorylated 

form of CaMKII (Soderling, 1999). PhosphoCaMKII staining was increased in WNT-3A-treated 

samples, with increased nuclear localization, confirming the activation of this pathway (Fig. 

32A-F). Such phosphorylation was abrogated in presence of the selective CaMKII inhibitor 

KN93 (Fig. 32A). 

CaMKII phosphorylation was also detected by western blotting, after 15 minutes and 1 hour 

from the addition of WNT-3A to the cells (Fig. 33).  
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Figure 32: WNT-3A promotes CaMKII phosphorylation and nuclear translocation in AHAC 

(A) WNT-3A induced nuclear accumulation of the phosphorylated form of CaMKII. Immunofluorescence 

staining for pCaMKII in P0 AHAC stimulated for 24 hours with WNT-3A in combination with either the 

CaMKII inhibitor KN93 or its inactive analogue KN92 (both 10μM) (B-F). Quantification of the pCaMKII 

fluorescence intensity in the nuclear and in the cytoplasmic fractions of stimulated AHAC. The pixel 

intensity profile was plotted over a linear section of a whole cell (B-C). The nuclear and cytoplasmic 

fluorescence intensity was then calculated as the area under the curve (D-F). RFI=Relative Fluorescence 

Intensity. Scale bar in D =20µm. Statistical analysis was performed with unpaired t-test. 
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Figure 33: WNT-3A promotes CaMKII phosphorylation in AHAC 

100ng/ml of recombinant WNT-3A promoted phosphorylation of CaMKII in Thr286 after 15 minutes and 

1 hour from stimulation in AHAC. 

 

Taken together, my data indicate that exogenous application of WNT-3A, in addition to the 

activation of the Wnt-β-catenin pathway, also promotes intracellular calcium accumulation 

through a G-protein dependent mechanism. This phenomenon is also associated with 

phosphorylation and nuclear translocation of CaMKII. Activation of the Wnt/β-catenin or of the 

Ca2+/CaMKII pathways is dose-dependent, with low doses of WNT-3A activating the 

Ca2+/CaMKII and high doses the β-catenin pathways. 

 

 

 

 

 

 



Results 

 120 

WNT-CANONICAL AND WNT-CAMKII NON CANONICAL PATHWAYS ARE 

RECIPROCALLY INHIBITORY IN AHAC 
In Xenopus, the Wnt/Ca2+/CaMKII pathway was shown to inhibit the Wnt-β-catenin dependent 

pathway (Kuhl et al., 2000;Sheldahl et al., 1999). This is interesting because reciprocal 

inhibition of the two pathways would explain why DKK1 alone cause de-differentiation in our 

model. To investigate the interaction between the CaMKII-pathway with the Wnt-canonical 

pathway following WNT-3A stimulation, I monitored the activation of the canonical pathway in 

WNT-3A-treated P0 AHAC (100ng/ml, a dose that activates both CaMKII and the β-catenin 

pathways) in the presence of the selective CaMKII inhibitor KN93, or its inactive analogue KN92 

(both 10µM) for 24 hours (Fig. 34). 
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Figure 34: Wnt-Ca
2+

/CaMKII pathway inhibits the activation of the Wnt-canonical pathway  

Q-PCR for AXIN2 of primary AHAC treated with 100ng/ml WNT-3A in the presence of the CaMKII 

inhibitor KN93 or its inactive analog KN92 (10μM). (n=8, 4 donors, 2 samples/donor). Statistical analysis 

was performed with ANOVA. 

 

CaMKII inhibition by KN93 significantly increased the WNT-3A-induced up-regulation of AXIN2 

mRNA (Fig. 34), thereby confirming that activation of CaMKII inhibits the Wnt/β-catenin 

pathway. In contrast KN92, which is structurally similar to KN93 but does not inhibit CaMKII 

(Marley and Thomson, 1996), did not alter the expression of AXIN2 (Fig. 34).  

To study if the Wnt-β catenin pathway modulates the Wnt-Ca2+/CaMKII pathway, I performed 

the reciprocal experiment in which Ca2+-mobilization was monitored in AHAC treated with 

WNT-3A in the presence or the absence of DKK1 (Fig. 35). 
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Figure 35: Wnt-canonical pathway inhibits the activation of the Ca
2+

/CaMKII pathway 

DKK1 promoted intracellular calcium accumulation in P0 AHAC. The inhibition of the canonical pathway 

with DKK1 enhanced intracellular calcium accumulation induced by WNT-3A. In all the experiments n=12 

(4 donors, 3 samples/donor). Data were analysed by unpaired T-test. 

 

Both WNT-3A and DKK1 stimulation resulted in statistically significant activation of Ca2+-

mobilization, which was further increased when DKK1 and WNT-3A were used together, 

thereby demonstrating that the selective inhibition of the canonical pathway enhances the 

activation of the Ca2+-mobilization (Fig. 35). The increased Ca2+ mobilization induced by DKK1 in 

the absence of exogenous WNT-3A might be due to the inhibition of the basal Wnt activation 

supported by endogenous Wnt ligands. 
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SFRP1 DOES NOT BLOCK WNT-3A MEDIATED INTRACELLULAR CALCIUM 

ACCUMULATION 

To gain a better insight into this mechanism and specifically if the selectivity of the blockade 

for the canonical pathway was essential for Ca2+-mobilization or whether general out-titration 

of Wnts also induced Ca2+ mobilization, we repeated the same experiment utilizing sFRP1 as a 

Wnt inhibitor instead of DKK1. We chose sFRP1 because it is known to bind and inhibit several 

Wnts including WNT-3A (Wawrzak et al., 2007;Galli et al., 2006) preventing their interaction 

with FZD receptors. This experiment was performed in collaboration with Dr Jessica Bertrand 

in our laboratory. 
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Figure 36: sFRP1 does not promote intracellular calcium accumulation 

P0 AHAC were incubated with 100ng/ml of sFRP1 alone or in combination with 100ng/ml of 

recombinant WNT-3A for 5 minutes and intracellular calcium accumulation was measured. sFRP1 alone 

did not promote intracellular calcium accumulation in P0 AHAC but partially inhibited WNT-3A mediated 

Ca
2+

 mobilization (n=12; 4 donors, 3 samples/donor). Statistical analysis performed by unpaired t-test. 

 

sFRP1 treatment prevented WNT-3A-induced intracellular calcium accumulation but, in 

contrast to DKK1, on its own, did not induce Ca2+-mobilization, thereby confirming that Ca2+-

mobilization induced by DKK1 is due to selective inhibition of the canonical pathway and 

consequent de-repression of the Ca2+/CaMKII pathway (Fig. 36). 
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Taken together, these data demonstrate reciprocal inhibition of the Wnt-β catenin and Wnt-

Ca2+/CaMKII pathways following WNT-3A stimulation in articular chondrocytes, and that the 

inhibition of one causes de-repression of the other.  
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WNT/-CATENIN PATHWAY AND WNT/CA
2+/CAMKII PATHWAY 

REGULATES DISTINCT BIOLOGICAL PROCESSES IN AHAC 
Having demonstrated that WNT-3A can signal simultaneously through two intracellular 

pathways, we set out to discriminate CaMKII- from β-catenin-dependent transcriptional 

targets. To this end, I treated chondrocytes with WNT-3A in the presence of either the CaMKII 

inhibitor KN93, or the inactive compound KN92. 
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Figure 37: CaMKII inhibition does not alter chondrocyte phenotype 

Primary AHAC were treated for 24 hours with 10 μM KN93. Blockade of CaMKII with KN93 did not alter 

the basal levels of Aggrecan, COL2A1, and SOX9 n=6 (3 donors, 2 samples/donor). Statistical analysis 

was performed with paired t-test. 

 

Treatment of P0 AHAC with KN93 alone did not have any biological effect of the cells (Fig. 37). 

As expected, WNT-3A induced a significant down-regulation of COL2A1, Aggrecan and SOX9 

mRNA compared to control, but CaMKII blockade with KN93 resulted in a statistically 

significant rescue of COL2A1 and SOX9 expression (Fig. 38A and C), demonstrating that WNT-

3A-induced chondrocyte de-differentiation is, at least in part, CaMKII dependent. In contrast 

KN93 did not rescue the down-regulation of MMP13 mRNA (Fig. 38D). Therefore WNT-3A up-

regulates AXIN2 and PCNA through the canonical pathway and down-regulates SOX9 and 

COL2A1 in a CaMKII-dependent manner. 
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Figure 38: Inhibition of the Ca
2+/

CaMKII pathway rescued the loss of COL2A1 and SOX9 mRNA 

expression in AHAC. 

CaMKII blockade rescues WNT-3A- induced down-regulation of COL2A1 and SOX9 mRNA. Primary AHAC 

were cultured for 24 hours in the presence of 100ng/ml WNT-3A or vehicle control, and either the 

CaMKII inhibitor KN93 or the inactive control KN92 (both 10µM). Gene expression was evaluated by Q-

PCR. The values were normalized for β-actin and expressed as a percentage of the KN92-treated group 

(n=6; 3 donors, 2 samples/donor). Statistical analysis performed with paired T-test. 
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SPECIFICITY OF CA
2+/CaMKII SIGNALLING: PMA-INDUCED CA

2+-ACCUMULATION IS 

NOT SUFFICIENT TO DOWN-REGULATE COL2A1 AND SOX9 EXPRESSION 

Ca2+-mobilization is a priming event for the activation of several partially independent 

signalling pathways, including phospho-Inositol-3-kinase (PI3K), calcineurin, PKC and CaMKII 

pathways. To test the specificity of the Ca2+/CaMKII pathway activated by WNT-3A and 

resulting in COL2A1 and SOX9 down-regulation, we tested whether a non-specific Ca2+-

mobilization such as that induced by phorbol-12-myristate-13-acetate (PMA), could achieve 

the same result. 

PMA successfully promoted intracellular calcium mobilization in articular chondrocytes (Fig. 

39).  
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Figure 39: PMA induced Ca
2+

-mobilization in AHAC 

Treatment with 10ng/ml of PMA or 100ng/ml of WNT-3A for 5 minutes promoted intracellular calcium 

mobilization in AHAC (n=8, 4 donors, 2 samples/donor). Statistical analysis performed with unpaired t-

test. 

 

PMA-stimulation resulted in down-regulation of Aggrecan but not SOX9 or COL2A1 (Fig. 40). 

This, and the fact that instead CaMKII blockade rescued the expression of COL2A1 as well as 

SOX9, suggests that the WNT-3A-induced effects on these three genes rely specifically on 

CaMKII-dependent Ca2+-pathway. 
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Figure 40: PMA down-regulates Aggrecan in AHAC 

In contrast to WNT-3A PMA failed to down-regulate SOX9 and COL2A1. Aggrecan was instead 

statistically significantly down-regulated (n=6; 3 donors, 2 samples/donor). Statistical analysis 

performed by paired t-test.  
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Blockade of the Ca2+/CaMKII pathway rescued the loss of the chondrocyte markers SOX9 and 

COL2A1 induced by WNT-3A (Fig.38). 

These results demonstrate that WNT-3A simultaneously activates the Wnt/β-catenin pathway 

and the Wnt/Ca2+/CaMKII pathways with different outcomes: WNT-3A in fact mediates 

proliferation through β-catenin activation and de-differentiation through CaMKII. 
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CAMKII IS ACTIVATED IN OSTEOARTHRITIC CARTILAGE 
Our data so far identify CaMKII as a key molecule mediating outcomes of Wnt signalling that 

can be postulated to be pathogenic in arthritis.  

It is therefore tempting to hypothesize that a switch of Wnt signalling from β-catenin to 

CaMKII may be a pathogenic event in OA development that transforms Wnt signalling from 

homeostatic to catabolic. If so, we would expect that CaMKII phosphorylation should be 

associated with OA lesions. Therefore, I compared the expression of pCaMKII on cartilage 

explants isolated from normal donors and from osteoarthritic patients (Mankin Score =6) (Fig. 

41). 
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Figure 41: CaMKII is phosphorylated only in the cartilage of OA patients 

Cartilage explants from OA patients (Mankin score ≥ 4) and from normal patients (n=3 for both 

conditions) were stained with anti pT286CaMKII. The phosphorylated and active form of the enzyme 

was expressed only in the cartilage from the OA patients. Images are representative of the cartilage of 

one OA (A-B) and one normal cartilage sample. 
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Indeed the phosphorylated form of CaMKII was expressed only in the cartilage of the OA 

patients and was completely absent in cartilage removed from normal donors.  

The expression of pCaMKII only in the cartilage from OA patients suggests that CaMKII might 

have an active role in the pathogenesis of OA.  

Previous data showed that overexpression of CaMKII in the epiphyseal cartilage in chicken can 

be associated with accelerated maturation and hypertrophy of the chondrocytes (Taschner et 

al., 2008). 

This is interesting because ectopic hypertrophic maturation has been described in articular 

chondrocytes in OA, and recently proven to drive cartilage breakdown (Saito et al., 2010;Yates 

et al., 2010). Therefore it would be very interesting to see whether Wnt-dependent CaMKII 

signalling controls such process, because pharmacological CaMKII blockers are commercially 

available. 
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We have demonstrated that chondrocyte exposure to exogenous WNT-3A can simultaneously 

activate both the β-catenin-dependent and the G-protein-mediated Ca2+/CaMKII/pathways 

which are in equilibrium due to reciprocal inhibition (See Scheme in Fig. 42). These two 

pathways modulate the transcription of distinct target genes involved in different biological 

processes: WNT-3A promotes chondrocyte proliferation through β-catenin and differentiation 

through CaMKII. According to our model, blockade of the canonical/β-catenin pathway will 

also cause articular-chondrocyte de-differentiation, through de-repression of the CaMKII 

pathway (Fig. 42 and B).  
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Figure 42: Simultaneous activation and reciprocal inhibition of β-catenin and CaMKII dependent 

pathways in AHAC 

In AHAC, WNT-3A up-regulates AXIN2 expression and proliferation through the Wnt-canonical pathway 

(A), but induces loss of differentiation via a G-protein-mediated Ca
2+

/CaMKII dependent pathway (B). 

These two pathways are reciprocally inhibitory and in equilibrium (C). Therefore, either exogenous 

WNT-3A (C) or blockade of the canonical pathway with DKK1 (D-E) will both result in loss of chondrocyte 

phenotype. 
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This model may help explaining contradictions in the current literature. In particular, both 

activation or disruption of the canonical Wnt signalling results in chondrodysplasia with 

delayed maturation of chondrocytes (Akiyama et al., 2004;Enomoto-Iwamoto et al., 2002) and, 

in adulthood in cartilage breakdown (Chen et al., 2008;Koyama et al., 2008;Zhu et al., 

2008;Zhu et al., 2009). Similarly, in the mouse embryo (Yang et al., 2003;Yamaguchi et al., 

1999) both the overexpression and the knockout of WNT-5A, which in Zebrafish and Xenopus 

has been shown to activate the Ca2+/CaMKII pathway (Kuhl et al., 2000;Slusarski et al., 1997b) , 

result in a similar phenotype of chondrodysplasia, in both cases with reduced chondrocyte 

proliferation and hypertrophic maturation (Yang et al., 2003;Yamaguchi et al., 1999). Although 

this phenotype, in vivo, may be partially determined by compensatory mechanisms involving 

modulation of the Ihh-PTHrP pathway, COL2A1 expression was up-regulated in the growth 

plate of WNT-5A KO mice and down-regulated in mice overexpressing WNT-5A under the 

transcriptional control of the collagen type 2 promoter (Yang et al., 2003). In addition, in vitro, 

WNT-5A dose-dependently down-regulated the activity of a COL2A1 reporter in mouse 

chondrocytes. Importantly, this study showed that WNT-1, a well validated canonical Wnt, 

could also decrease COL2A1 reporter activity, but in a TCF-independent manner, since 

overexpression of TCF1 failed to achieve the same result (Yang et al., 2003). This may suggests 

that WNT-3A may not be the only canonical Wnt to signal through multiple pathways.  

At large in keeping with my data, Taschner et al. reported that forced activation of CaMKII in 

the chick epiphyseal cartilage, resulted in down-regulation of cell-cycle regulators and 

acceleration of hypertrophic differentiation (Taschner et al., 2008), which is notoriously 

associated with down-regulation of COL2A1 and SOX9 (Taschner et al., 2008;Lefebvre et al., 

1998). However, Taschner’s results cannot directly compared with ours, because of the 

intrinsically different biology of epiphyseal chondrocytes, which are destined to undergo 

hypertrophic differentiation and eventually replaced by bone, and the articular chondrocytes, 

which are resistant to hypertrophy and to endochondral bone formation. In addition, in 

Taschner's study, proliferation is driven by non-cell autonomous mechanisms including 
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secretion of Ihh and consequent PTHrP signalling. With all these limitations in comparing the 

experimental setups, our data, and a recent similar paper from Li et al. (Li et al., 2011) in which 

overexpression of constitutively active CaMKII was complemented by loss of function 

experiments, show the role of this kinase in the initiation of hypertrophy, a process that is 

associated with the loss of stable chondrocytes markers including SOX9 and COL2A1 (Lefebvre 

et al., 1998).  

Our findings have been recently published in the Journal of Cell Biology and have been 

commented by Kestler and Kuhl in an editorial in the same issue (Nalesso et al., 2011;Kestler 

and Kuhl, 2011). The two authors suggested that our model can help explaining other poorly 

understood phenomena happening in different biological systems. Wnt11 has been shown to 

drive dorso-ventral axis formation in Xenopus, but whereas it activates the Wnt/β-catenin 

pathway in the dorsal side of the embryo (Tao et al., 2005), it was shown to lead the ventral 

side formation through activation of the Ca2+/CaMKII pathway (Kuhl et al., 2000). These 

puzzling data can find explanation in our model, since Wnt11 is expressed at higher levels in 

the dorsal side and at lower concentrations in the ventral side (Schroeder et al., 1999), 

therefore supporting dorso/ventral axis polarization trough a gradient formation and the 

reciprocal inhibition of the Wnt/β-catenin and the Wnt/Ca2+/CaMKII pathways.  
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Figure 43: Different concentrations of Wnts can activate different signalling pathways 

The formation of a Wnt gradient in a tissue determines the activation of different signalling cascades (A- 

D). E) The inhibitory cross-regulation determines a Wnt-switch  

The reciprocal inhibition of the canonical and CaMKII dependent pathways activated by WNT-

3A may represent a hub through which different stimuli active in cartilage and known to 

influence CaMKII can dramatically influence the outcome of Wnt signalling by switching 

between β-catenin and CaMKII dependent target genes. Such stimuli include inflammatory 

molecules (Racioppi and Means, 2008;Pritchard and Guilak, 2006), biomechanics (Shimazaki et 

al., 2006;Valhmu and Raia, 2002), or PTHrP activity (Taschner et al., 2008). We are currently 

investigated these aspects in our group. 

Although we and others (Kuhl et al., 2000;Sheldahl et al., 1999;Slusarski et al., 1997a) have 

shown that Ca2+/CaMKII activation is GPCR dependent, it is still unclear how Wnts activate G 

proteins. In a recent paper, Koval and Katanev demonstrated the activation of G protein 

following WNT-3A stimulation in a different biological system (Koval and Katanev., 2011). In 

addition, based on the similarity between FZD receptors and other GPCR (Wang et al., 2006a) 

it is tempting to postulate that, in the absence of DKK-engaged LRP, FZD receptors may 
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function as GPCRs (Wang et al., 2006a). However, we cannot exclude that in our experimental 

system G-protein activation may be indirect, e.g. through the activation of a different GPCR. 

My data suggest that the CaMKII-dependent effects of WNT-3A are independent from LRP 

because they are not blocked, and rather enhanced, by DKK1. A separate issue is as to 

whether, in our system, individual FZD receptors can activate both pathways, or if the 

simultaneous activation of canonical and CaMKII pathway is due to the co-expression, on 

chondrocytes, of FZD receptors with different signalling specificity. Slusarski and colleagues 

demonstrated that in Zebrafish, expression of rat frizzled 2 receptor (Rfz-2), but not Rfz-1, 

increased intracellular calcium accumulation, which was further enhanced by the co-

expression of Xenopus Wnt-5a (Xwnt-5a)(Slusarski et al., 1997a). In addition, in a mammalian 

cell line Xwnt-5a, but not Xwnt-8, stimulated calcium accumulation via Rfz-2 in a PTX sensitive 

way (Liu et al., 1999). Subsequently, Kuhl at al. have demonstrated in Xenopus embryos that 

that Wnt-5a, but not canonical Wnts, induced Ca2+-mobilization, PKC and CaMKII activation, in 

a FZD specific manner. Only some FZD receptors were able to signal through CaMKII, and such 

signal was also strictly ligand-specific (Kuhl et al., 2000). 

We have demonstrated that AHAC express different FZD receptors (Fig. 17) known to mediate 

both the canonical (Kemp et al., 2007;Gazit et al., 1999;Terasaki et al., 2002;Karasawa et al., 

2002) and the Ca2+-dependent pathways (Kuhl et al., 2000;Nishita et al., 2010;Robitaille et al., 

2002). Therefore, it is possible that the receptor or of the co-receptor (Grumolato et al., 2010) 

repertoire of chondrocytes may determine the balance of the WNT-3A signalling.  

Alternatively, we cannot exclude that mechanisms downstream of FZD receptors may activate 

CaMKII: Ryu et al demonstrated that GSK3 inhibitor LiCl also down-regulated COL2A1 

expression (Ryu et al., 2002;Ryu and Chun, 2006) and Topol and colleagues (Topol et al., 2003) 

showed that WNT-5A can induce degradation of β-catenin even in the presence of LiCl, which 

is a canonical Wnt agonist and stabilizes β-catenin in a receptor-independent manner by 

inhibiting GSK3β (Topol et al., 2003).  



Discussion 

 143 

However, lithium is also an inhibitor of the inositol pathway (Berridge and Irvine, 1989), hence 

these data are of difficult to interpret.  

Whichever the mechanism, it is unlikely that in our system the activation of the Ca2+/CaMKII 

pathway is indirect, since Ca2+-mobilization occurred as early as 5 minutes following addition of 

WNT-3A. 

Equally, although it cannot be completely excluded, it is unlikely that exogenous WNT-3A may 

have caused promiscuous activation of receptors, first because Ca2+ release took place 

particularly at low doses of WNT-3A, whereas β-catenin activation was observed only at the 

higher doses, and, second, because DKK1 caused Ca2+ release and chondrocyte de-

differentiation also in the absence of exogenous WNT-3A (Figure 29, 35 and 42D-E), which 

cannot be explained by promiscuous receptor activation by supra-physiological levels of 

exogenous WNT-3A. In addition in our system, WNT-3A expression was indeed down-regulated 

in the most damaged areas of cartilage explants, this suggesting that alteration of the basal 

level of expression of Wnt ligands might bias the activation of different signalling pathways 

and disrupt the maintenance of chondrocyte homeostasis.  

In our system, activation of CaMKII was associated with its nuclear localization, which could be 

blocked with the CaMKII inhibitor KN93. A similar activation-dependent nuclear localization of 

phosphoCaMKII has been reported in smooth muscle cells (Cipolletta et al., 2010) and very 

recently in epiphyseal chondrocytes (Li et al., 2011) in vivo. WNT-3A itself has also been 

reported to promote nuclear localization of CaMKIV in hippocampal neurons (Arrazola et al., 

2009). Nuclear localization of CaMKII is regulated by several factors including splicing of a 

nuclear localization signal (NLS), phosphorylation of serines downstream of the NLS, and 

binding to anchoring and interacting molecules (Griffith et al., 2003). The specific function of 

the nuclear localization in this context is not known, however subcellular localization of CaMKII 

has been shown to restrict/regulate substrate specificity in different cell types or in response 

to other signals (Griffith et al., 2003;Tsui et al., 2005). Therefore it is tempting to speculate that 

CaMKII may have a nuclear function, either in mediating chondrocyte de-differentiation, or 
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suppression of the canonical pathway. In this regard it has been shown that CaMKII activation 

in colon cancer cells mediates nuclear export of TCF isoforms (Najdi et al., 2009). 

FUTURE PERSPECTIVES 

A novel and important aspect of this study is the discovery that Wnt/β-catenin and 

Wnt/Ca2+/CaMKII pathways have different transcriptional targets. 

Wnt signalling is an attractive therapeutic target for its demonstrated role on cartilage and 

joint homeostasis, but because of the multitude of processes regulated by these pathways, 

and the lack of information regarding their reciprocal interaction, it has not been possible until 

now to target it pharmacologically. The discovery that single Wnts can activate simultaneously 

different pathways, regulating distinct and possibly cell-specific transcriptional targets, 

represents an opportunity to achieve a higher degree of target specificity. Therefore, thanks to 

the availability of molecules and drugs that selectively can inhibit either GPCR-mediated 

signalling cascades (Lehmann et al., 2008;Sheldahl et al., 1999;Mukai et al., 1992;Freissmuth et 

al., 1996), CaMKII (Slater et al., 1999;Ishida et al., 1995;Sumi et al., 1991) or the canonical Wnt 

pathway (Huang et al., 2009;Trosset et al., 2006;Lu et al., 2009), we have planned to interfere 

at different levels with the WNT-3A activated pathways and to dissect their molecular targets, 

which potentially could be therapeutically relevant for the treatment of acute cartilage injuries 

and/or osteoarthritis.  

From a biochemical point of view, different aspects require a deeper analysis: at the moment 

we do not know whether the biochemical behaviour of WNT-3A is shared by other Wnts 

and/or if it is cell-context dependent. In addition, the expression of different FZD or other 

poorly characterized co-receptors -such as ROR1/2 or HSPGs- on the cell membrane might be 

different in pathologic conditions; this, in turn, could lead Wnt ligands to preferentially 

activate a pathway that physiologically they do not activate or they activate in a lesser extent. 

Of course, also the presence of cytokines or inflammatory molecules-such as IL-1 or TNFα- 

might influence Wnt signalling, as, for instance, they can activate Ca2+-mediated pathways 
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(Pritchard and Guilak, 2006). All these aspects are currently under investigation in our 

laboratory and will help understanding wnt biology in the adult cartilage tissue. 

Finally, we demonstrated that CaMKII is phosphorylated only in the articular cartilage of OA 

patients and not in normal cartilage: we currently do not know the biological meaning of this 

phenomenon, nor we know if the intracellular sub-localization of this kinase is relevant for its 

function and if it differs in physiologic vs pathologic conditions. Our data showed nuclear 

localization of CaMKII upon WNT-3A phosphorylation: it would be now interesting to evaluate 

whether this is necessary for the phosphorylation and consequent modulation of transcription 

factors -such as TCF/LEF and Sox9- and the relevance of this phenomenon for the maintenance 

of cartilage homeostasis. 

 

Too much Wnt signaling is detrimental but too little Wnt signalling has its own set of adverse 

sequelae. What happens if the Goldilocks principle is employed and Wnt signaling is 

modulated until it is “just right”?  

(Leucht et al., 2008) 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 146 

 

 

 

 

 

 

 

 

METHODOLOGICAL APPENDICES 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Appendix 1 

 147 

The data included in the following chapters are of a methodological nature. Nevertheless this 

relatively large amount of work has been crucial for achieving the results reported in the 

previous chapters, and may be of interest to other investigators. Therefore, I felt that they 

could be presented as methodological Appendices. 

APPENDIX 1: TRANSFECTION OF HUMAN ARTICULAR CHONDROCYTES 
Transfection of exogenous DNA is a useful tool to evaluate the biological function of a gene or 

to assess if and how different types of stimuli might influence its transcription. 

Articular chondrocytes are notoriously very difficult to transfect and, to preserve their 

phenotype and behaviour, one should avoid too harsh treatments. Therefore a careful 

optimization was necessary. In order to maximise the transfection efficiency I have tried 

different transfection methods and compared their efficiency and cytotoxicity.  

LIPOSOMAL-BASED TRANSFECTION REAGENTS 

I first compared the efficiency of lipid-based transfection reagents such as Lipofectamine 2000 

(Invitrogen), Fugene 6 (Roche) and Fugene HD (Roche) by using a GFP-encoding expression 

vector on confluent P0 chondrocytes. The cells have been transfected with different ratios of 

transfection reagent/GFP-encoding vector (see Table 3 for summary) and transfection 

efficiency has been calculated as percentage of fluorescent cells/total number of cells.  

 

TABLE 3 
The plasmid/transfection reagent ratios have been expressed as volume of transfection reagent/µg 

plasmidic DNA  

 

 

 Trasfection reagent/GFP vector 

Lipofectamine 2000 1:2 1:1 2:1 

Fugene 6 3:1 3:2 6:1 

Fugene HD 3:2 5:2 8:2 
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Figure 44: Transfection of P0 AHAC with different ratios of Lipofectamine/GFP-encoding vector.  

A-B): Lipofectamine/GFP-vector ratio 1:2; C-D): ratio 1:1; E-F: ratio 2:1; G-H): lipofectamine only. The 

transfection efficiency has been assessed 24 hours post-transfection. 

 

 

 

 

 

A)                                                                                                                                                   B) 

    G)                                                                                                                                                      H) 

C)                                                                                                                                                     D) 

 E)                                                                                                                                                     F) 
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Figure 45: Transfection of P0 AHAC with different ratios of Fugene 6/GFP-encoding vector.  

A-B) Fugene 6/GFP-vector ratio 3:1; C-D) ratio 3:2; E-F) ratio 6:1; G-H): Fugene 6 only. 4X magnification. 

The transfection efficiency has been assessed 24 hours post-transfection. 

 

A)                                                                                                                                                       B) 

C)                                                                                                                                                        D) 

E)                                                                                                                                                        F) 

       G)                                                                                                                                                         H) 
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Figure 46:Transfection of P0 AHAC with different ratios of Fugene HD/GFP-encoding vector 

A-B) Fugene HD/GFP-vector ratio 3:2; C-D) ratio 5:2; D-F: ratio 8:2; F-G) Fugene HD only. 4X 

magnification. The transfection efficiency has been assessed 24 hours post-transfection. 

 

 

    A)                                                                                                                                                       B) 

   C)                                                                                                                                                       D) 

  E)                                                                                                                                                       F) 

 G)                                                                                                                                                      H) 
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Lipofectamine 2000 had an average transfection efficiency equal to 7% whereas the two other 

transfection reagents, Fugene 6 and Fugene HD did not reach the 5% (fig.44-46). No evident 

toxicity was recorded after 24 hours from transfection with all the reagents as evaluated with 

trypan Blue exclusion assay.  

TRANSFECTION OF NON-CONFLUENT AHAC WITH LIPOFECTAMINE 2000 

Lipofectamine 2000 had the highest transfection rate on confluent cells. In order to improve it, 

the transfection was attempted on non-confluent cells, with the most efficient ratio of 

lipofectamine 2000/GFP-vector (Fig. 47). 

 

 

 

 

 

 

 

 

 

 

Figure 47: Transfection of 50%-confluent P0 chondrocytes with Lipofectamine 2000 

A-B) Non-confluent primary P0 AHAH transfected with Lipofectamine 2000/GFP-vector, ratio 2:1, for 

24h C-D) Un-transfected cells. 4X magnification. Transfection efficiency has been evaluated 24h post-

transfection. 

 

The transfection of non-confluent cells improved the transfection efficiency of lipofectamine, 

which reached the 20%. Unfortunately, the cytotoxicity of the reagent increased along with 

the efficiency, as many of the transfection cells died 24 hours post-transfection. 

A)                                                                                                                                                                    B) 

C)                                                                                                                                                                    D) 
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LIPOFECTAMINE 2000 TIME COURSE 

To minimize the cytotoxic effect of Lipofectamine 2000, I incubated non-confluent 

chondrocytes with Lipofectamine/GFP-vector complexes for different periods of time. The 

transfection efficiency and cytotoxicity was then assessed by FACS analysis (Fig. 48 and 49) 

utilizing, as a measure of cell death, the size of the cell (See the Materials and Methods 

section). The FACS analysis was performed in collaboration with Dr. Fulvio d’Aquisto. 
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Figure 48: Time course of incubation with Lipofectamine 2000 

P0 articular chondrocytes were incubated with Lipofectamine/pGFP complexes for different time points. 

The cells were detached by trypsin digestion and subjected to FACS analysis. The gated events at each 

time point represent the number of alive and GFP-positive cells. Control cells=un-transfected 

chondrocytes. 
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Figure 49: Transfection efficiency and cytotoxicity of lipofectamine 2000 

a) Transfection efficiency of lipofectamine at different time points; b and c) chondrocyte survival rate. 

Data determined by FACS analysis. 
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The transfection efficiency of lipofectamine 2000 and its cytotoxic effect are time dependent 

and reached their maximum after 8 hours from transfection.  

NUCLEOFECTION 

In alternative to lipid-based transfection reagents an electroporation-based method was also 

evaluated. Electroporation consists in applying an electric field to the plasma membrane of a 

cell, increasing its permeability and allowing the introduction of polar molecules, such as DNA, 

in the cell. Nucleofection is a more efficient form of electroporation, which allows the direct 

introduction of the exogenous DNA, directly into the nucleus of the electroporated cells. 

Freshly isolated primary chondrocytes were nucleofected by using the appropriate kit for 

primary chondrocytes (Lonzabio). The cells have been electroporated by using both the pMAx-

eGFP encoding vector (eGFP), provided with the nucleofection kit, and with the GFP-encoding 

vector used in the experiment with the liposome-based transfection reagents (GFP). The 

transfection efficiency was measured by FACS analysis. The cytotoxicity was quantified by 

Trypan blue exclusion test. 

Nucleofection had ~40% transfection efficiency, with both eGFP and GFP encoding vectors (Fig. 

51E). The lethality rate recorded after 24 hours was around 30% for the eGFP- and 40% with 

the GFP-vector (Fig 51F). Unfortunately, at 48 hours post-electroporation, most of the 

remaining cells died (data not shown) making this transfection method unsuitable. 
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Figure 50: Nucleofection of primary chondrocytes 

A-B) Freshly isolated chondrocytes nucleofected with pMAX-eGFP-encoding vector C-D) Chondrocytes 

nucleofected with GFP encoding vector E-F) Chondrocytes nucleofected in absence of any plasmid. 

 

 

 

 

 

 

 

 

 

 

 

 

A)                                                                                                                                           B) 

C)                                                                                                                                            D) 

 

 

 

 

E)                                                                                                                                            F) 
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Figure 51: Quantification of the transfection efficiency of nucleofection on primary articular 

chondrocytes. 

Five hundred thousand human articular chondrocytes were isolated from two different donors and 

electroporated with two different vectors encoding for GFP by using the appropriate device for 

nucleofection (Lonzabio). The cells were then incubated overnight in standard growth conditions. The 

transfection efficiency was measured as percentage of fluorescent cells by FACS analysis. A and C) 

Circled in red, the percentage of cells transfected with pMAX-eGFP-encoding vector in donor 1 and 2. B 

and D) Circled in red, the percentage of cells transfected with a GFP-encoding vector in donor 1 and 2. e) 

Transfection efficiency of nucleofection with the two different GFP-encoding vectors. f) Trypan exclusion 

test n=3  
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TRANSFECTION WITH ATELOCOLLAGEN 

Atelocollagen (KOKEN) is highly purified calf dermis collagen type I enzimatically digested with 

pepsin. The digestion removes the C- and N-telopeptides from the molecule. The resulting 

cleaved protein has a highly conserved sequence across the species and consequently a very 

low immunogenicity (Honma et al., 2004).  

Atelocollagen has been proven to promote the introduction of functional siRNA in vivo (Diarra 

et al., 2007), and it has been shown to allow the transfection of siRNA and adenoviral vector in 

vitro, in different systems (Honma et al., 2004). 

Transfection with atelocollagen has been tried with two different approaches: in one 

experiment atelocollagen DNA was resuspended in atelocollagen 1% and the polymer was 

used to pre-coat the plate were the chondrocytes were seeded. In a second attempt, the cells 

were directly resuspended in different concentrations of atelocollagen diluted in complete 

medium. In both cases the concentration of DNA was maintained constant to 1µg/µl.  

Atelocollagen alone did not promote any transfection of primary chondrocytes in our system, 

(see Table 4 for summary). These results indicate that atelocollagen is unsuitable for the 

transfection of plasmid DNA in vitro in primary articular chondrocytes. Taken together, these 

results indicate lipofectamine 2000 as the transfection reagent with the higher transfection 

efficiency in articular chondrocytes. 
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Method 
Transfection 

efficiency 

Ratio transfection 

reagent/DNA (v/w) 
Survival rate 

Lipofectamine-confluent cells <5% 2:1 100% 

Lipofectamine-non confluent cells ~7% 2:1 50% 

Fugene 6 <5% 3:1 100% 

Fugene 6 <5% 3:2 100% 

Fugene 6 <5% 6:1 100% 

Fugene HD <5% 3:2 100% 

Fugene HD <5% 5:2 100% 

Fugene HD <5% 8:2 100% 

Cells seeded on atelocollagen 1% No transfection n/a n/a 

Cells resuspended in atelocollagen 

0.005-0.1% 

Progressive increase 

from no transfection 

with atelocollagen 

0.1%to <5% with 

atelocollagen 0.005% 

n/a n/a 

AMAXA-kit for primary human 

chondrocytes 
~40% n/a 50% 

 

TABLE 4 

The table summarizes the efficiency of all the transfection methods/conditions tested on primary 

articular chondrocytes 
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APPENDIX 2: FUNCTIONAL VALIDATION OF WNT-3A-CONTAINING 

SUPERNATANT FROM STABLY TRANSFECTED L CELLS AND TCF/LEF 

REPORTER ASSAY 
To evaluate if a 7% transfection efficiency was enough to promote a recordable biological 

response in primary chondrocytes, we performed a TOP-flash (TCF-optimal promoter) reporter 

assay (Molenaar et al., 1996) on WNT-3A stimulated cells. 

The TOPFlash reporter assay consists in transfecting the cell type of interest with a vector 

encoding for firefly luciferase under control the transcriptional control of a TCF-promoter. 

Specifically, I used an optimized vector, the SUPER8XTopFlash reporter vector (kind gift of Prof. 

R. Moon, University of Washington, USA), containing 7 TCF binding sites on the TCF promoter, 

in order to maximize the biological response of the cells. 

To validate the reporter assay I transfected HEK293 cells, which have a higher transfection rate 

that chondrocytes, with the Super8XTOPFlash reporter vector and I stimulated the cells for 24 

hours with three different concentrations of recombinant WNT-3A and with LiCl 10mM as 

positive control (Fig. 52A). 
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A)                                                                                 B) 

 

Figure 52: TCF/LEF reporter assay  

A) Seventy per cent confluent HEK293 cells were co-transfected with the Super8XTOP-Flash reporter 

vector and a vector encoding for Renilla firefly luciferase under control of CMV promoter. Twenty four 

hours after transfection the cells were stimulated with different doses of recombinant WNT-3A or 

10mM LiCl. 0.1%BSA in PBS was used as negative control for WNT-3A and 10mM NaCl. The cells were 

then lysed and luciferase activity recorded. B) Reporter assay performed on porcine articular 

chondrocytes. Data are expressed as firefly luciferase activity normalized for Renilla luciferase activity. 

n=3 
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Since WNT-3A stimulation promoted a dose-dependent increase in the luciferase activity in 

HEK293 cells (Fig. 52A), I then performed the reporter assay on porcine articular chondrocytes 

(Fig. 52B).  

WNT-3A successfully induced the activation of the reporter assay in porcine articular 

chondrocytes, this demonstrating that the transfection efficiency of lipofectamine is enough to 

perform gain of function experiments in primary chondrocytes.  

I also used this assay to titrate the content of secreted WNT-3A in a conditioned medium 

obtained by L-cells overexpressing WNT-3A. 

We compared different dilutions of the conditioned medium with different known 

concentrations of recombinant WNT-3A (Fig. 53). 
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Figure 53: Determination of the concentration of secreted WNT-3A in a conditioned medium 

HEK293 were transfected with the SUPER8XTOPFlash reporter vector and stimulated for 24 hours with 

dilutions 1/10 and 1/20 of the conditioned medium obtained by culture of L-cells stably transfected with 

a WNT-3A encoding vector (WNT-3A CM) or with medium removed from un-transfected cells (L-cells 

CM). The cells were also stimulated in parallel with different doses of recombinant WNT-3A. Data are 

expressed as firefly luciferase activity normalized for Renilla luciferase activity. n=3 B) The RLU of the 

different doses of recombinant WNT-3A were used to build-up a standard curve to determine the 

concentration of secreted WNT-3A in the conditioned medium. DRC= Dose Response Curve 

RLU=Relative Fluorescent Units 
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On the base of the standard curve obtained by plotting the values of Luminescence emitted by 

HEK293 cells stimulated with different known doses of recombinant WNT-3A, I determined the 

concentration of WNT-3A in the conditioned medium to be 200.70 ng/ml. I used this batch of 

medium diluted 1:2 for all the experiments performed with conditioned medium described in 

this thesis, in order to be able to compare these results with the ones obtained with the dose 

of recombinant protein used for all the other experiments (100ng/ml). 

SUMMARY OF RESULTS FROM APPENDIX 1 AND 2 

In vitro gain of function experiments are a useful tool to investigate the signalling pathways 

activated by the transcription of a specific gene in a particular biological context.  

Introduction of exogenous DNA in primary articular chondrocytes is made difficult by the 

presence of the thick extracellular matrix surrounding these cells. To overcome this problem, 

chondrocytes can be infected with viral vectors encoding for the gene of interest. Viral 

transduction has been proved to provide a high rate of transgene expression (Lu et al., 2005;Li 

et al., 2004) and might be transient or permanent depending on the viral vector used. 

Transient gene expression is less laborious, and can be also achieved with non-viral methods. 

Lipid-based transfection reagents such as Lipofectamine (Invitrogen), Fugene 6 and Fugene HD 

(Roche) exploit the ability of positively charged lipids to interact with DNA and to be up-taken 

by the cells through endocytosis. Atelocollagen, pepsin digested type I collagen defective of 

the two telopeptides, has been proved to successfully promote the introduction of exogenous 

nucleic acids both in vitro and in vivo (Honma et al., 2004). Finally electroporation, which 

transiently increases the permability of the cell membrane, has also been shown to promote 

chondrocyte transfection (Welter et al., 2004). 

I tried all these methods in order to find the one with the best transfection efficiency and the 

lowest cytotoxicity. Of all the non-viral transfection methods which have been tested, 

Lipofectamine 2000 had the best combination of these two parameters, reaching a 

transfection efficiency equal to 7% and a low toxicity after 4 hours from the transfection. In 
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addition, this method successfully allowed performing a reporter assay on primary cells, 

indicating its suitability for our in vitro experiments. 
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APPENDIX 3: STIMULATION OF ARTICULAR CHONDROCYTES IN VIVO IN THE 

ECTOPIC CARTILAGE FORMATION ASSAY 

To evaluate the biological effects of WNT-3A in an in vivo system, we exploited the unique 

ability of chondrocytes to form ectopic, stable, hyaline-like cartilage when implanted 

intramuscularly in nude mice (Dell'Accio et al., 2001).  

The ectopic cartilage formation assay has been shown to predict the successful outcome of ACI 

in human (Saris et al., 2009;Saris et al., 2008). ACI is a surgical procedure allowing the repair of 

articular cartilage injuries of limited size. It consists in the removal of the cartilage from a non-

bearing area of the joint, in the isolation and expansion in vitro of the articular chondrocytes 

and finally in their re-implantation in the zone of the area of the articular damage, where they 

contribute to the repair process. Only chondrocytes which maintain the expression of some 

specific biomarkers- such as COL2A1 and Aggrecan- during the expansion in culture can 

successfully contribute to the repair. The expression of these biomarkers correlates with the 

success of the cartilage formation assay in nude mice (Dell'Accio et al., 2001) as well as the 

clinical outcome of ACI in patients (Saris et al., 2009;Saris et al., 2008).  

One major problem in using this assay to evaluate the effects of WNT-3A on ectopic cartilage 

formation was the need to provide a constant supply of WNT-3A within the implant, with 

minimal manipulation of the chondrocytes, because such manipulations may per se influence 

the ectopic cartilage formation capacity.  

To achieve this goal we opted for a cell delivery system based on the co-injection of 

chondrocytes with a small aliquot of a cell line overexpressing WNT-3A.  

To test the validity of the system we first co-injected porcine articular chondrocytes with Cos7 

cells co-transfected with a GFP-encoding vector and with a MycHis-tagged GCP2 expressing 

plasmid (Fig. 54 and 55). GCP2 is a chemokine with very mild pro-inflammatory properties 

(Wuyts et al., 1997) and abundantly expressed and secreted by chondrocytes (Not shown). We 

decided to use this vector because we could test the ability of the cells to secrete the protein 
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in the implants by immunohistochemistry, and we could distinguish the protein from the 

endogenous form expressed by chondrocytes thanks to the presence of the tag. We have 

chosen to use porcine chondrocytes to perform the assay for the easier availability of the cells 

in comparison to human samples and for the higher number of cells obtainable from the same 

amount of cartilage. Porcine chondrocytes have been extensively tested in this model 

(Dell’Accio et al., unpublished results).  

In this pilot experiment we also growth-arrested the cells by treating them with mitomycin C 

5µg/ml for 2 hours at 37°C, in order to avoid the formation of the tumours in the legs of the 

injected mice.  
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Figure 54: Porcine chondrocytes do form cartilage implants when co-injected with GFP-transfected 

Cos7 cells 

A-B) Bright field and green fluorescence images of Cos7 cells transfected with pGFP. C-D) Toluidin blue-

haematoxylin/eosin staining of hyaline-like cartilage implant formed by freshly isolated porcine-

chondrocytes co-injected with transfected 10% Cos7 cells E-F) Haematoxylin/eosin staining of hyaline-

like cartilage implant formed by freshly isolated pig-chondrocytes co-injected with eGFP-transfected 

cells. All the pictures were taken with a 10X magnification and were modified by Photoshop 7.0 for best 

rendering the fluorescence/staining. 

 

Cos7 cells had a transfection efficiency of around 60% (Fig. 57A-B) and eGFP-fluorescence was 

detected in monolayer for two weeks after transfection (Data not shown). The treatment with 

Mitomycin C did not compromise their ability to express GFP (not shown).  

The co-injection did not impair the ability of the chondrocytes to form cartilage in vivo (Fig. 

57C-D). No infiltration of inflammatory cells was noticed after haematoxylin-eosin staining of 

the tissue (Fig. 57E-F). 
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Figure 55: Anti His immunostaining of cartilage implant formed by pig chondrocytes co-injected with 

Cos7 cell previously transfected with GCP2 Myc-His tagged.  

A) anti-His tag staining on frozen section of implant formed by co-injected cells B) DAPI staining on A, C) 

A and B merged D) Anti-His tag staining on frozen section of cartilage implant formed by pig 

chondrocytes injected alone E) DAPI staining of D, F) d and e merged. Images were modified by using 

Photoshop 7.0 for best rendering the staining 

 

Persistence of the cells in the implant was further confirmed by anti-His immunostaining which 

revealed tagged GCP2 in the tissue (Fig. 58A-C). The immunostaining was performed by Dr. El 

Tawil, in our laboratory.  

Having validated the method, we then tried to co-injected articular chondrocytes with WNT-3A 

overexpressing cells, to evaluate the biological effect of this ligand on chondrocyte phenotype 

in vivo.  

We co-injected growth-arrested L cells (L-WNT-3A) stably transfected to express WNT-3A 

(Willert et al., 2003) along with porcine articular chondrocytes. Wild type L cells were used for 

control injections. The use of L-cells was particularly advantageous since these are murine 

fibroblasts, and therefore I could still selectively monitor gene expression in co-injected human 

or porcine chondrocytes using species-specific PCR primers. I then optimized their growth 
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arrest testing three different doses of Mitomycin C in order not to compromise their viability 

and especially their capacity to secrete biologically active WNT-3A for at least 14 days (Fig. 56). 

Since 5 µg/ml of the compound weren’t enough to completely arrest the growth of the cells 

(Fig. 56F) and 15µg/ml compromised the viability of the cells (Fig. 56G) we opted for an 

intermediate dose (7.5ug/ml) to growth arrest the cells before the injection. Indeed this dose 

did not impair the viability of L-cells (Fig. 56L-M) but efficiently stopped their growth.  
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Figure 56: Mitomycin C treatment does not compromise the viability of L-cells 

A-K) L-cells were treated with different doses of mitomycin C and their viability was monitored for 14 

days L) 40000 L-cells were plated and treated with 7.5µg/ml of mitomycin C. After 2 days the cells were 

counted to evaluate the efficacy of the growth arresting treatment M) L-cells growth arrested with 

mitomycin C were maintained in culture for 14 days upon treatment. The treatment did not compromise 

their survival. Pictures were acquired at 10X magnification. Scale bars=20µm 
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Finally we tested if the mitomycin C could impair the ability of L-cells to secrete biologically 

active WNT-3A. In order to do so, we used conditioned medium from growth-arrested L-WNT-

3A cells to stimulate porcine articular chondrocytes transfected with the SUPER8XTOPFlash 

reporter vector (Fig. 57) 

 

Figure 57: Mitomycin C treatment does not impair the ability of L-WNT-3A cells to secrete WNT-3A 

To confirm that mitomycin C-growth-arrested  L-WNT-3A cells still produced biologically active WNT-3A, 

the conditioned medium (from the last change of medium) obtained 14 days following mitomycin C 

treatment was tested for the ability to activate the SUPER8XTOPFlash reporter assay in porcine articular 

chondrocytes. Indeed conditioned medium from L-WNT-3A cells, but not from control cells, activated 

the SUPER8XTOPFlash reporter. The mutagenized SUPER8XFOPFlash vector was used to control for 

specificity (n=4). Unpaired t-test was used for the statistical analysis. 

 

Mitomycin C treatment did not block the expression on secretion of biologically active WNT-

3A, since the conditioned medium from growth-arrested cells was still able to activate the 

TCF/LEF reporter assay in chondrocytes. 

Finally, we tested the ability of L-WNT-3A cells to promote chondrocyte de-differentiation in 

vivo when co-injected with porcine and human articular chondrocytes (See Fig. 24 and 26). As 



Appendix 3 

 173 

discussed above, the experiment resulted indeed in de-differentiation of chondrocytes in the 

implants retrieved from mice co-injected with chondrocytes and L-WNT-3A.  

SUMMARY OF APPENDIX 3 

We validated a new, convenient and efficient method to test the biological effect of secreted 

stimuli on chondrocytes in an in vivo system. 

This assay is advantageous from different points of view: 

 This assay is a modified version of the validated “ectopic cartilage formation 

assay” which is a WELL ESTABLISHED, REPRODUCIBLE and CLINICALLY 

RELEVANT chondrogenesis assay 

 The easy access to different, commercially available cell lines, stably 

overexpressing and secreting biologically relevant molecules make this assay 

CONVENIENT and of QUICK and EASY EXECUTION 

 The co-injection of articular chondrocytes with the growth-arrested cell line 

AVOIDS THE MANIPULATION OF THE CHONDROCYTES -e.g. by viral infection-

which could affect per se  the outcome of the assay and delay the execution of 

the experiment, and that may require special facilities for their optimization-

eg. class II rooms for the manipulation of lentiviruses-. 

 

 

 

 

 

 

 

 

  



Publications 

 174 

PUBLICATIONS 
Nalesso G., Sherwood J., Bertrand J., Pap T., Ramachandran M., De Bari C., Pitzalis C., Dell’Accio 

F. WNT-3A modulates chondrocyte phenotype by activating both canonical and non canonical 

pathway. J. Cell Biol. 2011 May;.193:551-564  

 

Brunati AM, Tibaldi E, Carraro A, Gringeri E, D'Amico F Jr, Toninello A, Massimino ML, Pagano 

MA, Nalesso G, Cillo U. Cross-talk between PDGF and S1P signalling elucidates the inhibitory 

effect and potential antifibrotic action of the immunomodulator FTY720 in activated HSC-

cultures.Biochim Biophys Acta. 2008 Mar;1783(3):347-59 

 

 

 

 

http://www.ncbi.nlm.nih.gov/pubmed/18157950
http://www.ncbi.nlm.nih.gov/pubmed/18157950
http://www.ncbi.nlm.nih.gov/pubmed/18157950


References 

 175 

REFERENCES 

 

ABRAMSON, S.B. 2008. OSTEOARTHRITIS AND NITRIC OXIDE. OSTEOARTHRITIS. CARTILAGE. 16 SUPPL 

2:S15-S20. 

AKIYAMA, H., J.P.LYONS, Y.MORI-AKIYAMA, X.YANG, R.ZHANG, Z.ZHANG, J.M.DENG, M.M.TAKETO, 

T.NAKAMURA, R.R.BEHRINGER, P.D.MCCREA, AND C.B.DE. 2004. INTERACTIONS BETWEEN SOX9 AND 

BETA-CATENIN CONTROL CHONDROCYTE DIFFERENTIATION. GENES DEV. 18:1072-1087. 

AKIYAMA, H., H.S.STADLER, J.F.MARTIN, T.M.ISHII, P.A.BEACHY, T.NAKAMURA, AND C.B.DE. 2007. 

MISEXPRESSION OF SOX9 IN MOUSE LIMB BUD MESENCHYME INDUCES POLYDACTYLY AND RESCUES 

HYPODACTYLY MICE. MATRIX BIOL. 26:224-233. 

AMIN, A.R., P.E.DI CESARE, P.VYAS, M.ATTUR, E.TZENG, T.R.BILLIAR, S.A.STUCHIN, AND 

S.B.ABRAMSON. 1995. THE EXPRESSION AND REGULATION OF NITRIC OXIDE SYNTHASE IN HUMAN 

OSTEOARTHRITIS-AFFECTED CHONDROCYTES: EVIDENCE FOR UP-REGULATED NEURONAL NITRIC 

OXIDE SYNTHASE. J. EXP. MED. 182:2097-2102. 

ARRAZOLA, M.S., L.VARELA-NALLAR, M.COLOMBRES, E.M.TOLEDO, F.CRUZAT, L.PAVEZ, R.ASSAR, 

A.ARAVENA, M.GONZALEZ, M.MONTECINO, A.MAASS, S.MARTINEZ, AND N.C.INESTROSA. 2009. 

CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE TYPE IV IS A TARGET GENE OF THE WNT/BETA-

CATENIN SIGNALING PATHWAY. J. CELL PHYSIOL 221:658-667. 

BAFICO, A., G.LIU, A.YANIV, A.GAZIT, AND S.A.AARONSON. 2001. NOVEL MECHANISM OF WNT 

SIGNALLING INHIBITION MEDIATED BY DICKKOPF-1 INTERACTION WITH LRP6/ARROW. NAT. CELL 

BIOL. 3:683-686. 

BAKER, A.H., D.R.EDWARDS, AND G.MURPHY. 2002. METALLOPROTEINASE INHIBITORS: BIOLOGICAL 

ACTIONS AND THERAPEUTIC OPPORTUNITIES. J. CELL SCI. 115:3719-3727. 



References 

 176 

BARRETT, A.J. 1979. PROTEIN DEGRADATION IN HEALTH AND DISEASE. INTRODUCTION: THE 

CLASSIFICATION OF PROTEINASES. CIBA FOUND. SYMP.1-13. 

BAY-JENSEN, A.C., B.C.SONDERGAARD, C.CHRISTIANSEN, M.A.KARSDAL, S.H.MADSEN, AND P.QVIST. 

2010. BIOCHEMICAL MARKERS OF JOINT TISSUE TURNOVER. ASSAY. DRUG DEV. TECHNOL. 8:118-124. 

BENYA, P.D., S.R.PADILLA, AND M.E.NIMNI. 1978. INDEPENDENT REGULATION OF COLLAGEN TYPES 

BY CHONDROCYTES DURING THE LOSS OF DIFFERENTIATED FUNCTION IN CULTURE. CELL 15:1313-

1321. 

BENYA, P.D. AND J.D.SHAFFER. 1982. DEDIFFERENTIATED CHONDROCYTES REEXPRESS THE 

DIFFERENTIATED COLLAGEN PHENOTYPE WHEN CULTURED IN AGAROSE GELS. CELL 30:215-224. 

BERRIDGE, M.J. AND R.F.IRVINE. 1989. INOSITOL PHOSPHATES AND CELL SIGNALLING. NATURE 

341:197-205. 

BI, W., W.HUANG, D.J.WHITWORTH, J.M.DENG, Z.ZHANG, R.R.BEHRINGER, AND C.B.DE. 2001. 

HAPLOINSUFFICIENCY OF SOX9 RESULTS IN DEFECTIVE CARTILAGE PRIMORDIA AND PREMATURE 

SKELETAL MINERALIZATION. PROC. NATL. ACAD. SCI. U. S. A 98:6698-6703. 

BLANEY DAVIDSON, E.N., E.L.VITTERS, P.M.VAN DER KRAAN, AND W.B.VAN DEN BERG. 2006. 

EXPRESSION OF TRANSFORMING GROWTH FACTOR-BETA (TGFBETA) AND THE TGFBETA SIGNALLING 

MOLECULE SMAD-2P IN SPONTANEOUS AND INSTABILITY-INDUCED OSTEOARTHRITIS: ROLE IN 

CARTILAGE DEGRADATION, CHONDROGENESIS AND OSTEOPHYTE FORMATION. ANN. RHEUM. DIS. 

65:1414-1421. 

BLANEY DAVIDSON, E.N., E.L.VITTERS, P.L.VAN LENT, F.A.VAN DE LOO, W.B.VAN DEN BERG, AND 

P.M.VAN DER KRAAN. 2007. ELEVATED EXTRACELLULAR MATRIX PRODUCTION AND DEGRADATION 



References 

 177 

UPON BONE MORPHOGENETIC PROTEIN-2 (BMP-2) STIMULATION POINT TOWARD A ROLE FOR BMP-2 

IN CARTILAGE REPAIR AND REMODELING. ARTHRITIS RES. THER. 9:R102. 

BONDESON, J., S.WAINWRIGHT, C.HUGHES, AND B.CATERSON. 2008. THE REGULATION OF THE 

ADAMTS4 AND ADAMTS5 AGGRECANASES IN OSTEOARTHRITIS: A REVIEW. CLIN. EXP. RHEUMATOL. 

26:139-145. 

BONDESON, J., S.D.WAINWRIGHT, S.LAUDER, N.AMOS, AND C.E.HUGHES. 2006. THE ROLE OF 

SYNOVIAL MACROPHAGES AND MACROPHAGE-PRODUCED CYTOKINES IN DRIVING AGGRECANASES, 

MATRIX METALLOPROTEINASES, AND OTHER DESTRUCTIVE AND INFLAMMATORY RESPONSES IN 

OSTEOARTHRITIS. ARTHRITIS RES. THER. 8:R187. 

BREWSTER, M., E.J.LEWIS, K.L.WILSON, A.K.GREENHAM, AND K.M.BOTTOMLEY. 1998. RO 32-3555, AN 

ORALLY ACTIVE COLLAGENASE SELECTIVE INHIBITOR, PREVENTS STRUCTURAL DAMAGE IN THE 

STR/ORT MOUSE MODEL OF OSTEOARTHRITIS. ARTHRITIS RHEUM. 41:1639-1644. 

BRUNET, L.J., J.A.MCMAHON, A.P.MCMAHON, AND R.M.HARLAND. 1998. NOGGIN, CARTILAGE 

MORPHOGENESIS, AND JOINT FORMATION IN THE MAMMALIAN SKELETON. SCIENCE 280:1455-1457. 

BUCKWALTER, J.A. AND H.J.MANKIN. 1998. ARTICULAR CARTILAGE: DEGENERATION AND 

OSTEOARTHRITIS, REPAIR, REGENERATION, AND TRANSPLANTATION. INSTR. COURSE LECT. 47:487-

504. 

BUCKWALTER, J.A., H.J.MANKIN, AND A.J.GRODZINSKY. 2005. ARTICULAR CARTILAGE AND 

OSTEOARTHRITIS. INSTR. COURSE LECT. 54:465-480. 

CALABRO, A., V.C.HASCALL, AND B.CATERSON. 1992. MONOCLONAL ANTIBODIES DIRECTED AGAINST 

EPITOPES WITHIN THE CORE PROTEIN STRUCTURE OF THE LARGE AGGREGATING PROTEOGLYCAN 

(AGGRECAN) FROM THE SWARM RAT CHONDROSARCOMA. ARCH. BIOCHEM. BIOPHYS. 298:349-360. 



References 

 178 

CARON, J.P., J.C.FERNANDES, J.MARTEL-PELLETIER, G.TARDIF, F.MINEAU, C.GENG, AND J.P.PELLETIER. 

1996. CHONDROPROTECTIVE EFFECT OF INTRAARTICULAR INJECTIONS OF INTERLEUKIN-1 RECEPTOR 

ANTAGONIST IN EXPERIMENTAL OSTEOARTHRITIS. SUPPRESSION OF COLLAGENASE-1 EXPRESSION. 

ARTHRITIS RHEUM. 39:1535-1544. 

CHAMBERS, M.G., L.COX, L.CHONG, N.SURI, P.COVER, M.T.BAYLISS, AND R.M.MASON. 2001. MATRIX 

METALLOPROTEINASES AND AGGRECANASES CLEAVE AGGRECAN IN DIFFERENT ZONES OF NORMAL 

CARTILAGE BUT COLOCALIZE IN THE DEVELOPMENT OF OSTEOARTHRITIC LESIONS IN STR/ORT MICE. 

ARTHRITIS RHEUM. 44:1455-1465. 

CHANG, S.C., B.HOANG, J.T.THOMAS, S.VUKICEVIC, F.P.LUYTEN, N.J.RYBA, C.A.KOZAK, A.H.REDDI, 

AND M.MOOS, JR. 1994. CARTILAGE-DERIVED MORPHOGENETIC PROTEINS. NEW MEMBERS OF THE 

TRANSFORMING GROWTH FACTOR-BETA SUPERFAMILY PREDOMINANTLY EXPRESSED IN LONG 

BONES DURING HUMAN EMBRYONIC DEVELOPMENT. J. BIOL. CHEM. 269:28227-28234. 

CHEN, M., M.ZHU, H.AWAD, T.F.LI, T.J.SHEU, B.F.BOYCE, D.CHEN, AND R.J.O'KEEFE. 2008. INHIBITION 

OF BETA-CATENIN SIGNALING CAUSES DEFECTS IN POSTNATAL CARTILAGE DEVELOPMENT. J. CELL SCI. 

121:1455-1465. 

CHEVALIER, X., P.GOUPILLE, A.D.BEAULIEU, F.X.BURCH, W.G.BENSEN, T.CONROZIER, D.LOEUILLE, 

A.J.KIVITZ, D.SILVER, AND B.E.APPLETON. 2009. INTRAARTICULAR INJECTION OF ANAKINRA IN 

OSTEOARTHRITIS OF THE KNEE: A MULTICENTER, RANDOMIZED, DOUBLE-BLIND, PLACEBO-

CONTROLLED STUDY. ARTHRITIS RHEUM. 61:344-352. 

CHEVALLIER, A., M.KIENY, AND A.MAUGER. 1977. LIMB-SOMITE RELATIONSHIP: ORIGIN OF THE LIMB 

MUSCULATURE. J. EMBRYOL. EXP. MORPHOL. 41:245-258. 

CHEVALLIER, A., M.KIENY, AND A.MAUGER. 1978. LIMB-SOMITE RELATIONSHIP: EFFECT OF REMOVAL 

OF SOMITIC MESODERM ON THE WING MUSCULATURE. J. EMBRYOL. EXP. MORPHOL. 43:263-278. 



References 

 179 

CHUANG, C.Y., M.S.LORD, J.MELROSE, M.D.REES, S.M.KNOX, C.FREEMAN, R.V.IOZZO, AND 

J.M.WHITELOCK. 2010. HEPARAN SULFATE-DEPENDENT SIGNALING OF FIBROBLAST GROWTH FACTOR 

18 BY CHONDROCYTE-DERIVED PERLECAN. BIOCHEMISTRY 49:5524-5532. 

CHURCH, V., T.NOHNO, C.LINKER, C.MARCELLE, AND P.FRANCIS-WEST. 2002. WNT REGULATION OF 

CHONDROCYTE DIFFERENTIATION. J. CELL SCI. 115:4809-4818. 

CIPOLLETTA, E., S.MONACO, A.S.MAIONE, L.VITIELLO, P.CAMPIGLIA, L.PASTORE, C.FRANCHINI, 

E.NOVELLINO, V.LIMONGELLI, K.U.BAYER, A.R.MEANS, G.ROSSI, B.TRIMARCO, G.IACCARINO, AND 

M.ILLARIO. 2010. CALMODULIN-DEPENDENT KINASE II MEDIATES VASCULAR SMOOTH MUSCLE CELL 

PROLIFERATION AND IS POTENTIATED BY EXTRACELLULAR SIGNAL REGULATED KINASE. 

ENDOCRINOLOGY 151:2747-2759. 

CLEMENTS, K.M., J.S.PRICE, M.G.CHAMBERS, D.M.VISCO, A.R.POOLE, AND R.M.MASON. 2003. GENE 

DELETION OF EITHER INTERLEUKIN-1BETA, INTERLEUKIN-1BETA-CONVERTING ENZYME, INDUCIBLE 

NITRIC OXIDE SYNTHASE, OR STROMELYSIN 1 ACCELERATES THE DEVELOPMENT OF KNEE 

OSTEOARTHRITIS IN MICE AFTER SURGICAL TRANSECTION OF THE MEDIAL COLLATERAL LIGAMENT 

AND PARTIAL MEDIAL MENISCECTOMY. ARTHRITIS RHEUM. 48:3452-3463. 

CLEVERS, H. 2006. WNT/BETA-CATENIN SIGNALING IN DEVELOPMENT AND DISEASE. CELL 127:469-

480. 

COSTELL, M., E.GUSTAFSSON, A.ASZODI, M.MORGELIN, W.BLOCH, E.HUNZIKER, K.ADDICKS, R.TIMPL, 

AND R.FASSLER. 1999. PERLECAN MAINTAINS THE INTEGRITY OF CARTILAGE AND SOME BASEMENT 

MEMBRANES. J. CELL BIOL. 147:1109-1122. 

DAVIDSON, R.K., J.G.WATERS, L.KEVORKIAN, C.DARRAH, A.COOPER, S.T.DONELL, AND I.M.CLARK. 

2006. EXPRESSION PROFILING OF METALLOPROTEINASES AND THEIR INHIBITORS IN SYNOVIUM AND 

CARTILAGE. ARTHRITIS RES. THER. 8:R124. 



References 

 180 

DE BARI, C., F.DELL'ACCIO, AND F.P.LUYTEN. 2001. HUMAN PERIOSTEUM-DERIVED CELLS MAINTAIN 

PHENOTYPIC STABILITY AND CHONDROGENIC POTENTIAL THROUGHOUT EXPANSION REGARDLESS OF 

DONOR AGE. ARTHRITIS RHEUM. 44:85-95. 

DEAN, D.D., J.MARTEL-PELLETIER, J.P.PELLETIER, D.S.HOWELL, AND J.F.WOESSNER, JR. 1989. 

EVIDENCE FOR METALLOPROTEINASE AND METALLOPROTEINASE INHIBITOR IMBALANCE IN HUMAN 

OSTEOARTHRITIC CARTILAGE. J. CLIN. INVEST 84:678-685. 

DELISE, A.M., L.FISCHER, AND R.S.TUAN. 2000. CELLULAR INTERACTIONS AND SIGNALING IN 

CARTILAGE DEVELOPMENT. OSTEOARTHRITIS. CARTILAGE. 8:309-334. 

DELISE, A.M. AND R.S.TUAN. 2002B. ANALYSIS OF N-CADHERIN FUNCTION IN LIMB MESENCHYMAL 

CHONDROGENESIS IN VITRO. DEV. DYN. 225:195-204. 

DELISE, A.M. AND R.S.TUAN. 2002A. ALTERATIONS IN THE SPATIOTEMPORAL EXPRESSION PATTERN 

AND FUNCTION OF N-CADHERIN INHIBIT CELLULAR CONDENSATION AND CHONDROGENESIS OF LIMB 

MESENCHYMAL CELLS IN VITRO. J. CELL BIOCHEM. 87:342-359. 

DELL'ACCIO, F., B.C.DE, N.M.EL TAWIL, F.BARONE, T.A.MITSIADIS, J.O'DOWD, AND C.PITZALIS. 2006. 

ACTIVATION OF WNT AND BMP SIGNALING IN ADULT HUMAN ARTICULAR CARTILAGE FOLLOWING 

MECHANICAL INJURY. ARTHRITIS RES. THER. 8:R139. 

DELL'ACCIO, F., B.C.DE, N.M.ELTAWIL, P.VANHUMMELEN, AND C.PITZALIS. 2008. IDENTIFICATION OF 

THE MOLECULAR RESPONSE OF ARTICULAR CARTILAGE TO INJURY, BY MICROARRAY SCREENING: 

WNT-16 EXPRESSION AND SIGNALING AFTER INJURY AND IN OSTEOARTHRITIS. ARTHRITIS RHEUM. 

58:1410-1421. 



References 

 181 

DELL'ACCIO, F., B.C.DE, AND F.P.LUYTEN. 2001. MOLECULAR MARKERS PREDICTIVE OF THE CAPACITY 

OF EXPANDED HUMAN ARTICULAR CHONDROCYTES TO FORM STABLE CARTILAGE IN VIVO. ARTHRITIS 

RHEUM. 44:1608-1619. 

DELL'ACCIO, F., B.C.DE, AND F.P.LUYTEN. 2003A. MICROENVIRONMENT AND PHENOTYPIC STABILITY 

SPECIFY TISSUE FORMATION BY HUMAN ARTICULAR CARTILAGE-DERIVED CELLS IN VIVO. EXP. CELL 

RES. 287:16-27. 

DELL'ACCIO, F., J.VANLAUWE, J.BELLEMANS, J.NEYS, B.C.DE, AND F.P.LUYTEN. 2003B. EXPANDED 

PHENOTYPICALLY STABLE CHONDROCYTES PERSIST IN THE REPAIR TISSUE AND CONTRIBUTE TO 

CARTILAGE MATRIX FORMATION AND STRUCTURAL INTEGRATION IN A GOAT MODEL OF 

AUTOLOGOUS CHONDROCYTE IMPLANTATION. J. ORTHOP. RES. 21:123-131. 

DELL'ACCIO, F. AND T.L.VINCENT. 2010. JOINT SURFACE DEFECTS: CLINICAL COURSE AND CELLULAR 

RESPONSE IN SPONTANEOUS AND EXPERIMENTAL LESIONS. EUR. CELL MATER. 20:210-217. 

DIARRA, D., M.STOLINA, K.POLZER, J.ZWERINA, M.S.OMINSKY, D.DWYER, A.KORB, J.SMOLEN, 

M.HOFFMANN, C.SCHEINECKER, H.D.VAN DER, R.LANDEWE, D.LACEY, W.G.RICHARDS, AND G.SCHETT. 

2007. DICKKOPF-1 IS A MASTER REGULATOR OF JOINT REMODELING. NAT. MED. 13:156-163. 

DIERKER, T., R.DREIER, A.PETERSEN, C.BORDYCH, AND K.GROBE. 2009. HEPARAN SULFATE-

MODULATED, METALLOPROTEASE-MEDIATED SONIC HEDGEHOG RELEASE FROM PRODUCING CELLS. J. 

BIOL. CHEM. 284:8013-8022. 

DOEGE, K.J., M.SASAKI, T.KIMURA, AND Y.YAMADA. 1991. COMPLETE CODING SEQUENCE AND 

DEDUCED PRIMARY STRUCTURE OF THE HUMAN CARTILAGE LARGE AGGREGATING PROTEOGLYCAN, 

AGGRECAN. HUMAN-SPECIFIC REPEATS, AND ADDITIONAL ALTERNATIVELY SPLICED FORMS. J. BIOL. 

CHEM. 266:894-902. 



References 

 182 

DOWTHWAITE, G.P., J.C.BISHOP, S.N.REDMAN, I.M.KHAN, P.ROONEY, D.J.EVANS, L.HAUGHTON, 

Z.BAYRAM, S.BOYER, B.THOMSON, M.S.WOLFE, AND C.W.ARCHER. 2004. THE SURFACE OF ARTICULAR 

CARTILAGE CONTAINS A PROGENITOR CELL POPULATION. J. CELL SCI. 117:889-897. 

DOWTHWAITE, G.P., J.C.EDWARDS, AND A.A.PITSILLIDES. 1998. AN ESSENTIAL ROLE FOR THE 

INTERACTION BETWEEN HYALURONAN AND HYALURONAN BINDING PROTEINS DURING JOINT 

DEVELOPMENT. J. HISTOCHEM. CYTOCHEM. 46:641-651. 

DOWTHWAITE, G.P., A.C.WARD, J.FLANNELY, R.F.SUSWILLO, C.R.FLANNERY, C.W.ARCHER, AND 

A.A.PITSILLIDES. 1999. THE EFFECT OF MECHANICAL STRAIN ON HYALURONAN METABOLISM IN 

EMBRYONIC FIBROCARTILAGE CELLS. MATRIX BIOL. 18:523-532. 

DROSSOPOULOU, G., K.E.LEWIS, J.J.SANZ-EZQUERRO, N.NIKBAKHT, A.P.MCMAHON, C.HOFMANN, 

AND C.TICKLE. 2000. A MODEL FOR ANTEROPOSTERIOR PATTERNING OF THE VERTEBRATE LIMB 

BASED ON SEQUENTIAL LONG- AND SHORT-RANGE SHH SIGNALLING AND BMP SIGNALLING. 

DEVELOPMENT 127:1337-1348. 

DUDLEY, A.T., M.A.ROS, AND C.J.TABIN. 2002. A RE-EXAMINATION OF PROXIMODISTAL PATTERNING 

DURING VERTEBRATE LIMB DEVELOPMENT. NATURE 418:539-544. 

ECHTERMEYER, F., J.BERTRAND, R.DREIER, I.MEINECKE, K.NEUGEBAUER, M.FUERST, Y.J.LEE, 

Y.W.SONG, C.HERZOG, G.THEILMEIER, AND T.PAP. 2009. SYNDECAN-4 REGULATES ADAMTS-5 

ACTIVATION AND CARTILAGE BREAKDOWN IN OSTEOARTHRITIS. NAT. MED. 15:1072-1076. 

EDWARDS, J.C., L.S.WILKINSON, H.M.JONES, P.SOOTHILL, K.J.HENDERSON, J.G.WORRALL, AND 

A.A.PITSILLIDES. 1994. THE FORMATION OF HUMAN SYNOVIAL JOINT CAVITIES: A POSSIBLE ROLE FOR 

HYALURONAN AND CD44 IN ALTERED INTERZONE COHESION. J. ANAT. 185 ( PT 2):355-367. 



References 

 183 

ELTAWIL, N.M., B.C.DE, P.ACHAN, C.PITZALIS, AND F.DELL'ACCIO. 2009. A NOVEL IN VIVO MURINE 

MODEL OF CARTILAGE REGENERATION. AGE AND STRAIN-DEPENDENT OUTCOME AFTER JOINT 

SURFACE INJURY. OSTEOARTHRITIS. CARTILAGE. 17:695-704. 

ENGLUND, M., A.GUERMAZI, AND S.L.LOHMANDER. 2009. THE ROLE OF THE MENISCUS IN KNEE 

OSTEOARTHRITIS: A CAUSE OR CONSEQUENCE? RADIOL. CLIN. NORTH AM. 47:703-712. 

ENOMOTO-IWAMOTO, M., J.KITAGAKI, E.KOYAMA, Y.TAMAMURA, C.WU, N.KANATANI, T.KOIKE, 

H.OKADA, T.KOMORI, T.YONEDA, V.CHURCH, P.H.FRANCIS-WEST, K.KURISU, T.NOHNO, M.PACIFICI, 

AND M.IWAMOTO. 2002. THE WNT ANTAGONIST FRZB-1 REGULATES CHONDROCYTE MATURATION 

AND LONG BONE DEVELOPMENT DURING LIMB SKELETOGENESIS. DEV. BIOL. 251:142-156. 

EYRE, D.R. 1991. THE COLLAGENS OF ARTICULAR CARTILAGE. SEMIN. ARTHRITIS RHEUM. 21:2-11. 

FALLON, J.F. AND R.O.KELLEY. 1977. ULTRASTRUCT ANALYSIS OF THE APICAL ECTODERMAL RIDGE 

DURI;G VERTEBRATE LIMB MORPHOGENESIS. II. GAP JUNCTIONS AS DISTINCTIVE RIDGE STRUCTURES 

COMMON TO BIRDS AND MAMMALS. J. EMBRYOL. EXP. MORPHOL. 41:223-232. 

FALLON, J.F., A.LOPEZ, M.A.ROS, M.P.SAVAGE, B.B.OLWIN, AND B.K.SIMANDL. 1994. FGF-2: APICAL 

ECTODERMAL RIDGE GROWTH SIGNAL FOR CHICK LIMB DEVELOPMENT. SCIENCE 264:104-107. 

FANTO, M. AND H.MCNEILL. 2004. PLANAR POLARITY FROM FLIES TO VERTEBRATES. J. CELL SCI. 

117:527-533. 

FERNANDES, R.J., S.HIROHATA, J.M.ENGLE, A.COLIGE, D.H.COHN, D.R.EYRE, AND S.S.APTE. 2001. 

PROCOLLAGEN II AMINO PROPEPTIDE PROCESSING BY ADAMTS-3. INSIGHTS ON DERMATOSPARAXIS. 

J. BIOL. CHEM. 276:31502-31509. 



References 

 184 

FISHER, M.C., Y.LI, M.R.SEGHATOLESLAMI, C.N.DEALY, AND R.A.KOSHER. 2006. HEPARAN SULFATE 

PROTEOGLYCANS INCLUDING SYNDECAN-3 MODULATE BMP ACTIVITY DURING LIMB CARTILAGE 

DIFFERENTIATION. MATRIX BIOL. 25:27-39. 

FLANNERY, C.R., C.E.HUGHES, B.L.SCHUMACHER, D.TUDOR, M.B.AYDELOTTE, K.E.KUETTNER, AND 

B.CATERSON. 1999. ARTICULAR CARTILAGE SUPERFICIAL ZONE PROTEIN (SZP) IS HOMOLOGOUS TO 

MEGAKARYOCYTE STIMULATING FACTOR PRECURSOR AND IS A MULTIFUNCTIONAL PROTEOGLYCAN 

WITH POTENTIAL GROWTH-PROMOTING, CYTOPROTECTIVE, AND LUBRICATING PROPERTIES IN 

CARTILAGE METABOLISM. BIOCHEM. BIOPHYS. RES. COMMUN. 254:535-541. 

FLANNERY, C.R., M.W.LARK, AND J.D.SANDY. 1992. IDENTIFICATION OF A STROMELYSIN CLEAVAGE 

SITE WITHIN THE INTERGLOBULAR DOMAIN OF HUMAN AGGRECAN. EVIDENCE FOR PROTEOLYSIS AT 

THIS SITE IN VIVO IN HUMAN ARTICULAR CARTILAGE. J. BIOL. CHEM. 267:1008-1014. 

FRANCH-MARRO, X., F.WENDLER, J.GRIFFITH, M.M.MAURICE, AND J.P.VINCENT. 2008. IN VIVO ROLE 

OF LIPID ADDUCTS ON WINGLESS. J. CELL SCI. 121:1587-1592. 

FREISSMUTH, M., S.BOEHM, W.BEINDL, P.NICKEL, A.P.IJZERMAN, M.HOHENEGGER, AND C.NANOFF. 

1996. SURAMIN ANALOGUES AS SUBTYPE-SELECTIVE G PROTEIN INHIBITORS. MOL. PHARMACOL. 

49:602-611. 

FUERER, C., S.J.HABIB, AND R.NUSSE. 2010. A STUDY ON THE INTERACTIONS BETWEEN HEPARAN 

SULFATE PROTEOGLYCANS AND WNT PROTEINS. DEV. DYN. 239:184-190. 

GALCERAN, J., I.FARINAS, M.J.DEPEW, H.CLEVERS, AND R.GROSSCHEDL. 1999. WNT3A-/--LIKE 

PHENOTYPE AND LIMB DEFICIENCY IN LEF1(-/-)TCF1(-/-) MICE. GENES DEV. 13:709-717. 

GALLI, L.M., T.BARNES, T.CHENG, L.ACOSTA, A.ANGLADE, K.WILLERT, R.NUSSE, AND L.W.BURRUS. 

2006. DIFFERENTIAL INHIBITION OF WNT-3A BY SFRP-1, SFRP-2, AND SFRP-3. DEV. DYN. 235:681-690. 



References 

 185 

GAO, B., H.SONG, K.BISHOP, G.ELLIOT, L.GARRETT, M.A.ENGLISH, P.ANDRE, J.ROBINSON, R.SOOD, 

Y.MINAMI, A.N.ECONOMIDES, AND Y.YANG. 2011. WNT SIGNALING GRADIENTS ESTABLISH PLANAR 

CELL POLARITY BY INDUCING VANGL2 PHOSPHORYLATION THROUGH ROR2. DEV. CELL 20:163-176. 

GAZIT, A., A.YANIV, A.BAFICO, T.PRAMILA, M.IGARASHI, J.KITAJEWSKI, AND S.A.AARONSON. 1999. 

HUMAN FRIZZLED 1 INTERACTS WITH TRANSFORMING WNTS TO TRANSDUCE A TCF DEPENDENT 

TRANSCRIPTIONAL RESPONSE. ONCOGENE 18:5959-5966. 

GELSE, K., M.K.VON DER, T.AIGNER, J.PARK, AND H.SCHNEIDER. 2003. ARTICULAR CARTILAGE REPAIR 

BY GENE THERAPY USING GROWTH FACTOR-PRODUCING MESENCHYMAL CELLS. ARTHRITIS RHEUM. 

48:430-441. 

GIALELI, C., A.D.THEOCHARIS, AND N.K.KARAMANOS. 2011. ROLES OF MATRIX METALLOPROTEINASES 

IN CANCER PROGRESSION AND THEIR PHARMACOLOGICAL TARGETING. FEBS J. 278:16-27. 

GLASSON, S.S. 2007. IN VIVO OSTEOARTHRITIS TARGET VALIDATION UTILIZING GENETICALLY-

MODIFIED MICE. CURR. DRUG TARGETS. 8:367-376. 

GLASSON, S.S., R.ASKEW, B.SHEPPARD, B.CARITO, T.BLANCHET, H.L.MA, C.R.FLANNERY, D.PELUSO, 

K.KANKI, Z.YANG, M.K.MAJUMDAR, AND E.A.MORRIS. 2005. DELETION OF ACTIVE ADAMTS5 

PREVENTS CARTILAGE DEGRADATION IN A MURINE MODEL OF OSTEOARTHRITIS. NATURE 434:644-

648. 

GLASSON, S.S., R.ASKEW, B.SHEPPARD, B.A.CARITO, T.BLANCHET, H.L.MA, C.R.FLANNERY, K.KANKI, 

E.WANG, D.PELUSO, Z.YANG, M.K.MAJUMDAR, AND E.A.MORRIS. 2004. CHARACTERIZATION OF AND 

OSTEOARTHRITIS SUSCEPTIBILITY IN ADAMTS-4-KNOCKOUT MICE. ARTHRITIS RHEUM. 50:2547-2558. 

GOETZL, E.J., M.J.BANDA, AND D.LEPPERT. 1996. MATRIX METALLOPROTEINASES IN IMMUNITY. J. 

IMMUNOL. 156:1-4. 



References 

 186 

GOLDRING, M.B. 2006. UPDATE ON THE BIOLOGY OF THE CHONDROCYTE AND NEW APPROACHES TO 

TREATING CARTILAGE DISEASES. BEST. PRACT. RES. CLIN. RHEUMATOL. 20:1003-1025. 

GOLDRING, M.B. AND F.BERENBAUM. 2004. THE REGULATION OF CHONDROCYTE FUNCTION BY 

PROINFLAMMATORY MEDIATORS: PROSTAGLANDINS AND NITRIC OXIDE. CLIN. ORTHOP. RELAT 

RES.S37-S46. 

GONG, Y., R.B.SLEE, N.FUKAI, G.RAWADI, S.ROMAN-ROMAN, A.M.REGINATO, H.WANG, T.CUNDY, 

F.H.GLORIEUX, D.LEV, M.ZACHARIN, K.OEXLE, J.MARCELINO, W.SUWAIRI, S.HEEGER, G.SABATAKOS, 

S.APTE, W.N.ADKINS, J.ALLGROVE, M.RSLAN-KIRCHNER, J.A.BATCH, P.BEIGHTON, G.C.BLACK, 

R.G.BOLES, L.M.BOON, C.BORRONE, H.G.BRUNNER, G.F.CARLE, B.DALLAPICCOLA, P.A.DE, B.FLOEGE, 

M.L.HALFHIDE, B.HALL, R.C.HENNEKAM, T.HIROSE, A.JANS, H.JUPPNER, C.A.KIM, K.KEPPLER-NOREUIL, 

A.KOHLSCHUETTER, D.LACOMBE, M.LAMBERT, E.LEMYRE, T.LETTEBOER, L.PELTONEN, R.S.RAMESAR, 

M.ROMANENGO, H.SOMER, E.STEICHEN-GERSDORF, B.STEINMANN, B.SULLIVAN, A.SUPERTI-FURGA, 

W.SWOBODA, M.J.VAN DEN BOOGAARD, H.W.VAN, M.VIKKULA, M.VOTRUBA, B.ZABEL, T.GARCIA, 

R.BARON, B.R.OLSEN, AND M.L.WARMAN. 2001. LDL RECEPTOR-RELATED PROTEIN 5 (LRP5) AFFECTS 

BONE ACCRUAL AND EYE DEVELOPMENT. CELL 107:513-523. 

GRIFFITH, L.C., C.S.LU, AND X.X.SUN. 2003. CAMKII, AN ENZYME ON THE MOVE: REGULATION OF 

TEMPOROSPATIAL LOCALIZATION. MOL. INTERV. 3:386-403. 

GRUMOLATO, L., G.LIU, P.MONG, R.MUDBHARY, R.BISWAS, R.ARROYAVE, S.VIJAYAKUMAR, 

A.N.ECONOMIDES, AND S.A.AARONSON. 2010. CANONICAL AND NONCANONICAL WNTS USE A 

COMMON MECHANISM TO ACTIVATE COMPLETELY UNRELATED CORECEPTORS. GENES DEV. 24:2517-

2530. 

GUERNE, P.A., D.A.CARSON, AND M.LOTZ. 1990. IL-6 PRODUCTION BY HUMAN ARTICULAR 

CHONDROCYTES. MODULATION OF ITS SYNTHESIS BY CYTOKINES, GROWTH FACTORS, AND 

HORMONES IN VITRO. J. IMMUNOL. 144:499-505. 



References 

 187 

GUILAK, F., L.G.ALEXOPOULOS, M.L.UPTON, I.YOUN, J.B.CHOI, L.CAO, L.A.SETTON, AND M.A.HAIDER. 

2006. THE PERICELLULAR MATRIX AS A TRANSDUCER OF BIOMECHANICAL AND BIOCHEMICAL 

SIGNALS IN ARTICULAR CARTILAGE. ANN. N. Y. ACAD. SCI. 1068:498-512. 

GUO, X., T.F.DAY, X.JIANG, L.GARRETT-BEAL, L.TOPOL, AND Y.YANG. 2004. WNT/BETA-CATENIN 

SIGNALING IS SUFFICIENT AND NECESSARY FOR SYNOVIAL JOINT FORMATION. GENES DEV. 18:2404-

2417. 

HADLER-OLSEN, E., B.FADNES, I.SYLTE, L.UHLIN-HANSEN, AND J.O.WINBERG. 2011. REGULATION OF 

MATRIX METALLOPROTEINASE ACTIVITY IN HEALTH AND DISEASE. FEBS J. 278:28-45. 

HAN, C., D.YAN, T.Y.BELENKAYA, AND X.LIN. 2005. DROSOPHILA GLYPICANS DALLY AND DALLY-LIKE 

SHAPE THE EXTRACELLULAR WINGLESS MORPHOGEN GRADIENT IN THE WING DISC. DEVELOPMENT 

132:667-679. 

HARTMANN, C. AND C.J.TABIN. 2000. DUAL ROLES OF WNT SIGNALING DURING CHONDROGENESIS IN 

THE CHICKEN LIMB. DEVELOPMENT 127:3141-3159. 

HARTMANN, C. AND C.J.TABIN. 2001. WNT-14 PLAYS A PIVOTAL ROLE IN INDUCING SYNOVIAL JOINT 

FORMATION IN THE DEVELOPING APPENDICULAR SKELETON. CELL 104:341-351. 

HEISENBERG, C.P., M.TADA, G.J.RAUCH, L.SAUDE, M.L.CONCHA, R.GEISLER, D.L.STEMPLE, J.C.SMITH, 

AND S.W.WILSON. 2000. SILBERBLICK/WNT11 MEDIATES CONVERGENT EXTENSION MOVEMENTS 

DURING ZEBRAFISH GASTRULATION. NATURE 405:76-81. 

HEWITT, A.T., H.H.VARNER, M.H.SILVER, AND G.R.MARTIN. 1982. THE ROLE OF CHONDRONECTIN AND 

CARTILAGE PROTEOGLYCAN IN THE ATTACHMENT OF CHONDROCYTES TO COLLAGEN. PROG. CLIN. 

BIOL. RES. 110 PT B:25-33. 



References 

 188 

HILDEBRAND, A., M.ROMARIS, L.M.RASMUSSEN, D.HEINEGARD, D.R.TWARDZIK, W.A.BORDER, AND 

E.RUOSLAHTI. 1994. INTERACTION OF THE SMALL INTERSTITIAL PROTEOGLYCANS BIGLYCAN, DECORIN 

AND FIBROMODULIN WITH TRANSFORMING GROWTH FACTOR BETA. BIOCHEM. J. 302 ( PT 2):527-

534. 

HOMANDBERG, G.A. 1999. POTENTIAL REGULATION OF CARTILAGE METABOLISM IN OSTEOARTHRITIS 

BY FIBRONECTIN FRAGMENTS. FRONT BIOSCI. 4:D713-D730. 

HONMA, K., T.MIYATA, AND T.OCHIYA. 2004. THE ROLE OF ATELOCOLLAGEN-BASED CELL 

TRANSFECTION ARRAY IN HIGH-THROUGHPUT SCREENING OF GENE FUNCTIONS AND IN DRUG 

DISCOVERY. CURR. DRUG DISCOV. TECHNOL. 1:287-294. 

HUANG, S.M., Y.M.MISHINA, S.LIU, A.CHEUNG, F.STEGMEIER, G.A.MICHAUD, O.CHARLAT, 

E.WIELLETTE, Y.ZHANG, S.WIESSNER, M.HILD, X.SHI, C.J.WILSON, C.MICKANIN, V.MYER, A.FAZAL, 

R.TOMLINSON, F.SERLUCA, W.SHAO, H.CHENG, M.SHULTZ, C.RAU, M.SCHIRLE, J.SCHLEGL, S.GHIDELLI, 

S.FAWELL, C.LU, D.CURTIS, M.W.KIRSCHNER, C.LENGAUER, P.M.FINAN, J.A.TALLARICO, 

T.BOUWMEESTER, J.A.PORTER, A.BAUER, AND F.CONG. 2009. TANKYRASE INHIBITION STABILIZES 

AXIN AND ANTAGONIZES WNT SIGNALLING. NATURE 461:614-620. 

HUGHES, C., B.FAURHOLM, F.DELL'ACCIO, A.MANZO, M.SEED, N.ELTAWIL, A.MARRELLI, D.GOULD, 

C.SUBANG, A.AL-KASHI, B.C.DE, P.WINYARD, Y.CHERNAJOVSKY, AND A.NISSIM. 2010. HUMAN 

SINGLE-CHAIN VARIABLE FRAGMENT THAT SPECIFICALLY TARGETS ARTHRITIC CARTILAGE. ARTHRITIS 

RHEUM. 62:1007-1016. 

HUI, W., A.D.ROWAN, AND T.CAWSTON. 2001. MODULATION OF THE EXPRESSION OF MATRIX 

METALLOPROTEINASE AND TISSUE INHIBITORS OF METALLOPROTEINASES BY TGF-BETA1 AND IGF-1 

IN PRIMARY HUMAN ARTICULAR AND BOVINE NASAL CHONDROCYTES STIMULATED WITH TNF-

ALPHA. CYTOKINE 16:31-35. 



References 

 189 

ISHIDA, A., I.KAMESHITA, S.OKUNO, T.KITANI, AND H.FUJISAWA. 1995. A NOVEL HIGHLY SPECIFIC AND 

POTENT INHIBITOR OF CALMODULIN-DEPENDENT PROTEIN KINASE II. BIOCHEM. BIOPHYS. RES. 

COMMUN. 212:806-812. 

ISHITANI, T., S.KISHIDA, J.HYODO-MIURA, N.UENO, J.YASUDA, M.WATERMAN, H.SHIBUYA, 

R.T.MOON, J.NINOMIYA-TSUJI, AND K.MATSUMOTO. 2003. THE TAK1-NLK MITOGEN-ACTIVATED 

PROTEIN KINASE CASCADE FUNCTIONS IN THE WNT-5A/CA(2+) PATHWAY TO ANTAGONIZE 

WNT/BETA-CATENIN SIGNALING. MOL. CELL BIOL. 23:131-139. 

ITO, M.M. AND M.Y.KIDA. 2000. MORPHOLOGICAL AND BIOCHEMICAL RE-EVALUATION OF THE 

PROCESS OF CAVITATION IN THE RAT KNEE JOINT: CELLULAR AND CELL STRATA ALTERATIONS IN THE 

INTERZONE. J. ANAT. 197 PT 4:659-679. 

JONES, G.C. AND G.P.RILEY. 2005. ADAMTS PROTEINASES: A MULTI-DOMAIN, MULTI-FUNCTIONAL 

FAMILY WITH ROLES IN EXTRACELLULAR MATRIX TURNOVER AND ARTHRITIS. ARTHRITIS RES. THER. 

7:160-169. 

JONES, S.E. AND C.JOMARY. 2002. SECRETED FRIZZLED-RELATED PROTEINS: SEARCHING FOR 

RELATIONSHIPS AND PATTERNS. BIOESSAYS 24:811-820. 

KARASAWA, T., H.YOKOKURA, J.KITAJEWSKI, AND P.J.LOMBROSO. 2002. FRIZZLED-9 IS ACTIVATED BY 

WNT-2 AND FUNCTIONS IN WNT/BETA -CATENIN SIGNALING. J. BIOL. CHEM. 277:37479-37486. 

KARSENTY, G. 2003. THE COMPLEXITIES OF SKELETAL BIOLOGY. NATURE 423:316-318. 

KARYSTINOU, A., F.DELL'ACCIO, T.B.KURTH, H.WACKERHAGE, I.M.KHAN, C.W.ARCHER, E.A.JONES, 

T.A.MITSIADIS, AND B.C.DE. 2009. DISTINCT MESENCHYMAL PROGENITOR CELL SUBSETS IN THE 

ADULT HUMAN SYNOVIUM. RHEUMATOLOGY. (OXFORD) 48:1057-1064. 



References 

 190 

KAWAKAMI, Y., J.CAPDEVILA, D.BUSCHER, T.ITOH, E.C.RODRIGUEZ, AND J.C.IZPISUA BELMONTE. 2001. 

WNT SIGNALS CONTROL FGF-DEPENDENT LIMB INITIATION AND AER INDUCTION IN THE CHICK 

EMBRYO. CELL 104:891-900. 

KAWANO, Y. AND R.KYPTA. 2003. SECRETED ANTAGONISTS OF THE WNT SIGNALLING PATHWAY. J. 

CELL SCI. 116:2627-2634. 

KEMP, C.R., E.WILLEMS, D.WAWRZAK, M.HENDRICKX, A.T.AGBOR, AND L.LEYNS. 2007. EXPRESSION 

OF FRIZZLED5, FRIZZLED7, AND FRIZZLED10 DURING EARLY MOUSE DEVELOPMENT AND 

INTERACTIONS WITH CANONICAL WNT SIGNALING. DEV. DYN. 236:2011-2019. 

KENGAKU, M., V.TWOMBLY, AND C.TABIN. 1997. EXPRESSION OF WNT AND FRIZZLED GENES DURING 

CHICK LIMB BUD DEVELOPMENT. COLD SPRING HARB. SYMP. QUANT. BIOL. 62:421-429. 

KESTLER, H.A. AND M.KUHL. 2011. GENERATING A WNT SWITCH: IT'S ALL ABOUT THE RIGHT DOSAGE. 

J. CELL BIOL. 193:431-433. 

KEVORKIAN, L., D.A.YOUNG, C.DARRAH, S.T.DONELL, L.SHEPSTONE, S.PORTER, S.M.BROCKBANK, 

D.R.EDWARDS, A.E.PARKER, AND I.M.CLARK. 2004. EXPRESSION PROFILING OF 

METALLOPROTEINASES AND THEIR INHIBITORS IN CARTILAGE. ARTHRITIS RHEUM. 50:131-141. 

KICHEVA, A. AND J.BRISCOE. 2010. LIMBS MADE TO MEASURE. PLOS. BIOL. 8:E1000421. 

KIENY, M. AND A.CHEVALLIER. 1979. AUTONOMY OF TENDON DEVELOPMENT IN THE EMBRYONIC 

CHICK WING. J. EMBRYOL. EXP. MORPHOL. 49:153-165. 

KIENY, M., A.MAUGER, A.CHEVALLIER, AND P.SENGEL. 1979. [ORIGIN OF CUTANEOUS SMOOTH 

MUSCLES IN BIRDS (AUTHOR'S TRANSL)]. ARCH. ANAT. MICROSC. MORPHOL. EXP. 68:283-290. 



References 

 191 

KNUDSON, C.B. AND W.KNUDSON. 2001. CARTILAGE PROTEOGLYCANS. SEMIN. CELL DEV. BIOL. 12:69-

78. 

KOBAYASHI, M., G.R.SQUIRES, A.MOUSA, M.TANZER, D.J.ZUKOR, J.ANTONIOU, U.FEIGE, AND 

A.R.POOLE. 2005. ROLE OF INTERLEUKIN-1 AND TUMOR NECROSIS FACTOR ALPHA IN MATRIX 

DEGRADATION OF HUMAN OSTEOARTHRITIC CARTILAGE. ARTHRITIS RHEUM. 52:128-135. 

KOMEKADO, H., H.YAMAMOTO, T.CHIBA, AND A.KIKUCHI. 2007. GLYCOSYLATION AND 

PALMITOYLATION OF WNT-3A ARE COUPLED TO PRODUCE AN ACTIVE FORM OF WNT-3A. GENES 

CELLS 12:521-534. 

KOVAL, A. AND V.L.KATANAEV. 2011. WNT3A STIMULATION ELICITS G-PROTEIN-COUPLED RECEPTOR 

PROPERTIES OF MAMMALIAN FRIZZLED PROTEINS. BIOCHEM. J. 433:435-440. 

KOYAMA, E., Y.SHIBUKAWA, M.NAGAYAMA, H.SUGITO, B.YOUNG, T.YUASA, T.OKABE, T.OCHIAI, 

N.KAMIYA, R.B.ROUNTREE, D.M.KINGSLEY, M.IWAMOTO, M.ENOMOTO-IWAMOTO, AND M.PACIFICI. 

2008. A DISTINCT COHORT OF PROGENITOR CELLS PARTICIPATES IN SYNOVIAL JOINT AND ARTICULAR 

CARTILAGE FORMATION DURING MOUSE LIMB SKELETOGENESIS. DEV. BIOL. 316:62-73. 

KRONENBERG, H.M. 2003. DEVELOPMENTAL REGULATION OF THE GROWTH PLATE. NATURE 423:332-

336. 

KUHL, M., L.C.SHELDAHL, C.C.MALBON, AND R.T.MOON. 2000. CA(2+)/CALMODULIN-DEPENDENT 

PROTEIN KINASE II IS STIMULATED BY WNT AND FRIZZLED HOMOLOGS AND PROMOTES VENTRAL 

CELL FATES IN XENOPUS. J. BIOL. CHEM. 275:12701-12711. 

KURAYOSHI, M., H.YAMAMOTO, S.IZUMI, AND A.KIKUCHI. 2007. POST-TRANSLATIONAL 

PALMITOYLATION AND GLYCOSYLATION OF WNT-5A ARE NECESSARY FOR ITS SIGNALLING. BIOCHEM. 

J. 402:515-523. 



References 

 192 

LARSSON, T., R.M.ASPDEN, AND D.HEINEGARD. 1991. EFFECTS OF MECHANICAL LOAD ON CARTILAGE 

MATRIX BIOSYNTHESIS IN VITRO. MATRIX 11:388-394. 

LAWRENCE, R.C., D.T.FELSON, C.G.HELMICK, L.M.ARNOLD, H.CHOI, R.A.DEYO, S.GABRIEL, R.HIRSCH, 

M.C.HOCHBERG, G.G.HUNDER, J.M.JORDAN, J.N.KATZ, H.M.KREMERS, AND F.WOLFE. 2008. 

ESTIMATES OF THE PREVALENCE OF ARTHRITIS AND OTHER RHEUMATIC CONDITIONS IN THE UNITED 

STATES. PART II. ARTHRITIS RHEUM. 58:26-35. 

LAWRENCE, R.C., C.G.HELMICK, F.C.ARNETT, R.A.DEYO, D.T.FELSON, E.H.GIANNINI, S.P.HEYSE, 

R.HIRSCH, M.C.HOCHBERG, G.G.HUNDER, M.H.LIANG, S.R.PILLEMER, V.D.STEEN, AND F.WOLFE. 1998. 

ESTIMATES OF THE PREVALENCE OF ARTHRITIS AND SELECTED MUSCULOSKELETAL DISORDERS IN THE 

UNITED STATES. ARTHRITIS RHEUM. 41:778-799. 

LEFEBVRE, V., P.LI, AND C.B.DE. 1998. A NEW LONG FORM OF SOX5 (L-SOX5), SOX6 AND SOX9 ARE 

COEXPRESSED IN CHONDROGENESIS AND COOPERATIVELY ACTIVATE THE TYPE II COLLAGEN GENE. 

EMBO J. 17:5718-5733. 

LEHMANN, D.M., A.M.SENEVIRATNE, AND A.V.SMRCKA. 2008. SMALL MOLECULE DISRUPTION OF G 

PROTEIN BETA GAMMA SUBUNIT SIGNALING INHIBITS NEUTROPHIL CHEMOTAXIS AND 

INFLAMMATION. MOL. PHARMACOL. 73:410-418. 

LEUCHT, P., S.MINEAR, B.D.TEN, R.NUSSE, AND J.A.HELMS. 2008. TRANSLATING INSIGHTS FROM 

DEVELOPMENT INTO REGENERATIVE MEDICINE: THE FUNCTION OF WNTS IN BONE BIOLOGY. SEMIN. 

CELL DEV. BIOL. 19:434-443. 

LI, Y., M.J.AHRENS, A.WU, J.LIU, AND A.T.DUDLEY. 2011. CALCIUM/CALMODULIN-DEPENDENT 

PROTEIN KINASE II ACTIVITY REGULATES THE PROLIFERATIVE POTENTIAL OF GROWTH PLATE 

CHONDROCYTES. DEVELOPMENT 138:359-370. 



References 

 193 

LI, Y., W.LU, M.P.MARZOLO, AND G.BU. 2001. DIFFERENTIAL FUNCTIONS OF MEMBERS OF THE LOW 

DENSITY LIPOPROTEIN RECEPTOR FAMILY SUGGESTED BY THEIR DISTINCT ENDOCYTOSIS RATES. J. 

BIOL. CHEM. 276:18000-18006. 

LI, Y., S.R.TEW, A.M.RUSSELL, K.R.GONZALEZ, T.E.HARDINGHAM, AND R.E.HAWKINS. 2004. 

TRANSDUCTION OF PASSAGED HUMAN ARTICULAR CHONDROCYTES WITH ADENOVIRAL, 

RETROVIRAL, AND LENTIVIRAL VECTORS AND THE EFFECTS OF ENHANCED EXPRESSION OF SOX9. 

TISSUE ENG 10:575-584. 

LIN, Z., C.WILLERS, J.XU, AND M.H.ZHENG. 2006. THE CHONDROCYTE: BIOLOGY AND CLINICAL 

APPLICATION. TISSUE ENG 12:1971-1984. 

LINSENMAYER, T.F., E.GIBNEY, AND T.M.SCHMID. 1986. INTRACELLULAR AVIAN TYPE X COLLAGEN IN 

SITU AND DETERMINATION OF ITS THERMAL STABILITY USING A CONFORMATION-DEPENDENT 

MONOCLONAL ANTIBODY. EXP. CELL RES. 166:15-22. 

LITTLE, C.B., A.BARAI, D.BURKHARDT, S.M.SMITH, A.J.FOSANG, Z.WERB, M.SHAH, AND 

E.W.THOMPSON. 2009. MATRIX METALLOPROTEINASE 13-DEFICIENT MICE ARE RESISTANT TO 

OSTEOARTHRITIC CARTILAGE EROSION BUT NOT CHONDROCYTE HYPERTROPHY OR OSTEOPHYTE 

DEVELOPMENT. ARTHRITIS RHEUM. 60:3723-3733. 

LITTLE, C.B., C.T.MEEKER, S.B.GOLUB, K.E.LAWLOR, P.J.FARMER, S.M.SMITH, AND A.J.FOSANG. 2007. 

BLOCKING AGGRECANASE CLEAVAGE IN THE AGGRECAN INTERGLOBULAR DOMAIN ABROGATES 

CARTILAGE EROSION AND PROMOTES CARTILAGE REPAIR. J. CLIN. INVEST 117:1627-1636. 

LIU, X., T.LIU, D.C.SLUSARSKI, J.YANG-SNYDER, C.C.MALBON, R.T.MOON, AND H.WANG. 1999. 

ACTIVATION OF A FRIZZLED-2/BETA-ADRENERGIC RECEPTOR CHIMERA PROMOTES WNT SIGNALING 

AND DIFFERENTIATION OF MOUSE F9 TERATOCARCINOMA CELLS VIA GALPHAO AND GALPHAT. PROC. 

NATL. ACAD. SCI. U. S. A 96:14383-14388. 



References 

 194 

LOGAN, C.Y. AND R.NUSSE. 2004. THE WNT SIGNALING PATHWAY IN DEVELOPMENT AND DISEASE. 

ANNU. REV. CELL DEV. BIOL. 20:781-810. 

LORENZ, H., W.WENZ, M.IVANCIC, E.STECK, AND W.RICHTER. 2005. EARLY AND STABLE 

UPREGULATION OF COLLAGEN TYPE II, COLLAGEN TYPE I AND YKL40 EXPRESSION LEVELS IN 

CARTILAGE DURING EARLY EXPERIMENTAL OSTEOARTHRITIS OCCURS INDEPENDENT OF JOINT 

LOCATION AND HISTOLOGICAL GRADING. ARTHRITIS RES. THER. 7:R156-R165. 

LORIES, R.J., S.BOONEN, J.PEETERS, V.K.DE, AND F.P.LUYTEN. 2006. EVIDENCE FOR A DIFFERENTIAL 

ASSOCIATION OF THE ARG200TRP SINGLE-NUCLEOTIDE POLYMORPHISM IN FRZB WITH HIP 

OSTEOARTHRITIS AND OSTEOPOROSIS. RHEUMATOLOGY. (OXFORD) 45:113-114. 

LORIES, R.J., J.PEETERS, A.BAKKER, P.TYLZANOWSKI, I.DERESE, J.SCHROOTEN, J.T.THOMAS, AND 

F.P.LUYTEN. 2007. ARTICULAR CARTILAGE AND BIOMECHANICAL PROPERTIES OF THE LONG BONES IN 

FRZB-KNOCKOUT MICE. ARTHRITIS RHEUM. 56:4095-4103. 

LOUGHLIN, J., B.DOWLING, K.CHAPMAN, L.MARCELLINE, Z.MUSTAFA, L.SOUTHAM, A.FERREIRA, 

C.CIESIELSKI, D.A.CARSON, AND M.CORR. 2004. FUNCTIONAL VARIANTS WITHIN THE SECRETED 

FRIZZLED-RELATED PROTEIN 3 GENE ARE ASSOCIATED WITH HIP OSTEOARTHRITIS IN FEMALES. PROC. 

NATL. ACAD. SCI. U. S. A 101:9757-9762. 

LU, F.Z., Y.KITAZAWA, Y.HARA, J.Y.JIANG, AND X.K.LI. 2005. LONG-TERM GENE EXPRESSION USING 

THE LENTIVIRAL VECTOR IN RAT CHONDROCYTES. CLIN. ORTHOP. RELAT RES. 439:243-252. 

LU, J., Z.MA, J.C.HSIEH, C.W.FAN, B.CHEN, J.C.LONGGOOD, N.S.WILLIAMS, J.F.AMATRUDA, L.LUM, 

AND C.CHEN. 2009. STRUCTURE-ACTIVITY RELATIONSHIP STUDIES OF SMALL-MOLECULE INHIBITORS 

OF WNT RESPONSE. BIOORG. MED. CHEM. LETT. 19:3825-3827. 



References 

 195 

LU, W., V.YAMAMOTO, B.ORTEGA, AND D.BALTIMORE. 2004. MAMMALIAN RYK IS A WNT 

CORECEPTOR REQUIRED FOR STIMULATION OF NEURITE OUTGROWTH. CELL 119:97-108. 

LUYTEN, F.P., V.C.HASCALL, S.P.NISSLEY, T.I.MORALES, AND A.H.REDDI. 1988. INSULIN-LIKE GROWTH 

FACTORS MAINTAIN STEADY-STATE METABOLISM OF PROTEOGLYCANS IN BOVINE ARTICULAR 

CARTILAGE EXPLANTS. ARCH. BIOCHEM. BIOPHYS. 267:416-425. 

LUYTEN, F.P., P.TYLZANOWSKI, AND R.J.LORIES. 2009. WNT SIGNALING AND OSTEOARTHRITIS. BONE 

44:522-527. 

MACDONALD, B.T., M.V.SEMENOV, AND X.HE. 2007. SNAPSHOT: WNT/BETA-CATENIN SIGNALING. 

CELL 131:1204. 

MALBON, C.C. 2004. FRIZZLEDS: NEW MEMBERS OF THE SUPERFAMILY OF G-PROTEIN-COUPLED 

RECEPTORS. FRONT BIOSCI. 9:1048-1058. 

MANKIN, H.J. 1974A. THE REACTION OF ARTICULAR CARTILAGE TO INJURY AND OSTEOARTHRITIS 

(FIRST OF TWO PARTS). N. ENGL. J. MED. 291:1285-1292. 

MANKIN, H.J. 1974B. THE REACTION OF ARTICULAR CARTILAGE TO INJURY AND OSTEOARTHRITIS 

(SECOND OF TWO PARTS). N. ENGL. J. MED. 291:1335-1340. 

MANKIN, H.J., H.DORFMAN, L.LIPPIELLO, AND A.ZARINS. 1971. BIOCHEMICAL AND METABOLIC 

ABNORMALITIES IN ARTICULAR CARTILAGE FROM OSTEO-ARTHRITIC HUMAN HIPS. II. CORRELATION 

OF MORPHOLOGY WITH BIOCHEMICAL AND METABOLIC DATA. J. BONE JOINT SURG. AM. 53:523-537. 

MAO, B., W.WU, Y.LI, D.HOPPE, P.STANNEK, A.GLINKA, AND C.NIEHRS. 2001. LDL-RECEPTOR-RELATED 

PROTEIN 6 IS A RECEPTOR FOR DICKKOPF PROTEINS. NATURE 411:321-325. 



References 

 196 

MARIANI, F.V. AND G.R.MARTIN. 2003. DECIPHERING SKELETAL PATTERNING: CLUES FROM THE LIMB. 

NATURE 423:319-325. 

MARLEY, P.D. AND K.A.THOMSON. 1996. THE CA++/CALMODULIN-DEPENDENT PROTEIN KINASE II 

INHIBITORS KN62 AND KN93, AND THEIR INACTIVE ANALOGUES KN04 AND KN92, INHIBIT NICOTINIC 

ACTIVATION OF TYROSINE HYDROXYLASE IN BOVINE CHROMAFFIN CELLS. BIOCHEM. BIOPHYS. RES. 

COMMUN. 221:15-18. 

MASON, R.M., M.G.CHAMBERS, J.FLANNELLY, J.D.GAFFEN, J.DUDHIA, AND M.T.BAYLISS. 2001. THE 

STR/ORT MOUSE AND ITS USE AS A MODEL OF OSTEOARTHRITIS. OSTEOARTHRITIS. CARTILAGE. 9:85-

91. 

MAY, P., E.WOLDT, R.L.MATZ, AND P.BOUCHER. 2007. THE LDL RECEPTOR-RELATED PROTEIN (LRP) 

FAMILY: AN OLD FAMILY OF PROTEINS WITH NEW PHYSIOLOGICAL FUNCTIONS. ANN. MED. 39:219-

228. 

MCCULLOCH, D.R., G.C.LE, S.BHATT, L.J.DIXON, J.D.SANDY, AND S.S.APTE. 2009. ADAMTS5, THE GENE 

ENCODING A PROTEOGLYCAN-DEGRADING METALLOPROTEASE, IS EXPRESSED BY SPECIFIC CELL 

LINEAGES DURING MOUSE EMBRYONIC DEVELOPMENT AND IN ADULT TISSUES. GENE EXPR. 

PATTERNS. 9:314-323. 

MCMAHON, A.P. AND R.T.MOON. 1989. ECTOPIC EXPRESSION OF THE PROTO-ONCOGENE INT-1 IN 

XENOPUS EMBRYOS LEADS TO DUPLICATION OF THE EMBRYONIC AXIS. CELL 58:1075-1084. 

MEDINA, A., W.REINTSCH, AND H.STEINBEISSER. 2000. XENOPUS FRIZZLED 7 CAN ACT IN CANONICAL 

AND NON-CANONICAL WNT SIGNALING PATHWAYS: IMPLICATIONS ON EARLY PATTERNING AND 

MORPHOGENESIS. MECH. DEV. 92:227-237. 



References 

 197 

MELCHIORRI, C., R.MELICONI, L.FRIZZIERO, T.SILVESTRI, L.PULSATELLI, I.MAZZETTI, R.M.BORZI, 

M.UGUCCIONI, AND A.FACCHINI. 1998. ENHANCED AND COORDINATED IN VIVO EXPRESSION OF 

INFLAMMATORY CYTOKINES AND NITRIC OXIDE SYNTHASE BY CHONDROCYTES FROM PATIENTS WITH 

OSTEOARTHRITIS. ARTHRITIS RHEUM. 41:2165-2174. 

MELROSE, J., P.ROUGHLEY, S.KNOX, S.SMITH, M.LORD, AND J.WHITELOCK. 2006. THE STRUCTURE, 

LOCATION, AND FUNCTION OF PERLECAN, A PROMINENT PERICELLULAR PROTEOGLYCAN OF FETAL, 

POSTNATAL, AND MATURE HYALINE CARTILAGES. J. BIOL. CHEM. 281:36905-36914. 

MIKELS, A.J. AND R.NUSSE. 2006A. PURIFIED WNT5A PROTEIN ACTIVATES OR INHIBITS BETA-CATENIN-

TCF SIGNALING DEPENDING ON RECEPTOR CONTEXT. PLOS. BIOL. 4:E115. 

MIKELS, A.J. AND R.NUSSE. 2006B. WNTS AS LIGANDS: PROCESSING, SECRETION AND RECEPTION. 

ONCOGENE 25:7461-7468. 

MIKHEEV, A.M., S.A.MIKHEEVA, J.P.MAXWELL, J.V.RIVO, R.ROSTOMILY, K.SWISSHELM, AND H.ZARBL. 

2008. DICKKOPF-1 MEDIATED TUMOR SUPPRESSION IN HUMAN BREAST CARCINOMA CELLS. BREAST 

CANCER RES. TREAT. 112:263-273. 

MILLER, J.R. 2002. THE WNTS. GENOME BIOL. 3:REVIEWS3001. 

MINAMI, Y., I.OISHI, M.ENDO, AND M.NISHITA. 2010. ROR-FAMILY RECEPTOR TYROSINE KINASES IN 

NONCANONICAL WNT SIGNALING: THEIR IMPLICATIONS IN DEVELOPMENTAL MORPHOGENESIS AND 

HUMAN DISEASES. DEV. DYN. 239:1-15. 

MITCHELL, P.G., H.A.MAGNA, L.M.REEVES, L.L.LOPRESTI-MORROW, S.A.YOCUM, P.J.ROSNER, 

K.F.GEOGHEGAN, AND J.E.HAMBOR. 1996. CLONING, EXPRESSION, AND TYPE II COLLAGENOLYTIC 

ACTIVITY OF MATRIX METALLOPROTEINASE-13 FROM HUMAN OSTEOARTHRITIC CARTILAGE. J. CLIN. 

INVEST 97:761-768. 



References 

 198 

MIZUGUCHI, T., I.FURUTA, Y.WATANABE, K.TSUKAMOTO, H.TOMITA, M.TSUJIHATA, T.OHTA, 

T.KISHINO, N.MATSUMOTO, H.MINAKAMI, N.NIIKAWA, AND K.YOSHIURA. 2004. LRP5, LOW-DENSITY-

LIPOPROTEIN-RECEPTOR-RELATED PROTEIN 5, IS A DETERMINANT FOR BONE MINERAL DENSITY. J. 

HUM. GENET. 49:80-86. 

MOLENAAR, M., W.M.VAN DE, M.OOSTERWEGEL, J.PETERSON-MADURO, S.GODSAVE, V.KORINEK, 

J.ROOSE, O.DESTREE, AND H.CLEVERS. 1996. XTCF-3 TRANSCRIPTION FACTOR MEDIATES BETA-

CATENIN-INDUCED AXIS FORMATION IN XENOPUS EMBRYOS. CELL 86:391-399. 

MOON, R.T., B.BOWERMAN, M.BOUTROS, AND N.PERRIMON. 2002. THE PROMISE AND PERILS OF 

WNT SIGNALING THROUGH BETA-CATENIN. SCIENCE 296:1644-1646. 

MOOS, V., S.FICKERT, B.MULLER, U.WEBER, AND J.SIEPER. 1999. IMMUNOHISTOLOGICAL ANALYSIS OF 

CYTOKINE EXPRESSION IN HUMAN OSTEOARTHRITIC AND HEALTHY CARTILAGE. J. RHEUMATOL. 

26:870-879. 

MORALES, T.I. 1994. TRANSFORMING GROWTH FACTOR-BETA AND INSULIN-LIKE GROWTH FACTOR-1 

RESTORE PROTEOGLYCAN METABOLISM OF BOVINE ARTICULAR CARTILAGE AFTER DEPLETION BY 

RETINOIC ACID. ARCH. BIOCHEM. BIOPHYS. 315:190-198. 

MORGELIN, M., M.PAULSSON, T.E.HARDINGHAM, D.HEINEGARD, AND J.ENGEL. 1988. CARTILAGE 

PROTEOGLYCANS. ASSEMBLY WITH HYALURONATE AND LINK PROTEIN AS STUDIED BY ELECTRON 

MICROSCOPY. BIOCHEM. J. 253:175-185. 

MUKAI, H., E.MUNEKATA, AND T.HIGASHIJIMA. 1992. G PROTEIN ANTAGONISTS. A NOVEL 

HYDROPHOBIC PEPTIDE COMPETES WITH RECEPTOR FOR G PROTEIN BINDING. J. BIOL. CHEM. 

267:16237-16243. 



References 

 199 

MUNDY, C., T.YASUDA, T.KINUMATSU, Y.YAMAGUCHI, M.IWAMOTO, M.ENOMOTO-IWAMOTO, 

E.KOYAMA, AND M.PACIFICI. 2011. SYNOVIAL JOINT FORMATION REQUIRES LOCAL EXT1 EXPRESSION 

AND HEPARAN SULFATE PRODUCTION IN DEVELOPING MOUSE EMBRYO LIMBS AND SPINE. DEV. BIOL. 

351:70-81. 

MYLLYHARJU, J. AND K.I.KIVIRIKKO. 2004. COLLAGENS, MODIFYING ENZYMES AND THEIR MUTATIONS 

IN HUMANS, FLIES AND WORMS. TRENDS GENET. 20:33-43. 

NAGASE, H. AND M.KASHIWAGI. 2003. AGGRECANASES AND CARTILAGE MATRIX DEGRADATION. 

ARTHRITIS RES. THER. 5:94-103. 

NAJDI, R., A.SYED, L.ARCE, H.THEISEN, J.H.TING, F.ATCHA, A.V.NGUYEN, M.MARTINEZ, 

R.F.HOLCOMBE, R.A.EDWARDS, J.L.MARSH, AND M.L.WATERMAN. 2009. A WNT KINASE NETWORK 

ALTERS NUCLEAR LOCALIZATION OF TCF-1 IN COLON CANCER. ONCOGENE 28:4133-4146. 

NAKAMURA, Y., M.NAWATA, AND S.WAKITANI. 2005. EXPRESSION PROFILES AND FUNCTIONAL 

ANALYSES OF WNT-RELATED GENES IN HUMAN JOINT DISORDERS. AM. J. PATHOL. 167:97-105. 

NALESSO, G., J.SHERWOOD, J.BERTRAND, T.PAP, M.RAMACHANDRAN, B.C.DE, C.PITZALIS, AND 

F.DELL'ACCIO. 2011. WNT-3A MODULATES ARTICULAR CHONDROCYTE PHENOTYPE BY ACTIVATING 

BOTH CANONICAL AND NONCANONICAL PATHWAYS. J. CELL BIOL. 193:551-564. 

NEUHOLD, L.A., L.KILLAR, W.ZHAO, M.L.SUNG, L.WARNER, J.KULIK, J.TURNER, W.WU, 

C.BILLINGHURST, T.MEIJERS, A.R.POOLE, P.BABIJ, AND L.J.DEGENNARO. 2001. POSTNATAL 

EXPRESSION IN HYALINE CARTILAGE OF CONSTITUTIVELY ACTIVE HUMAN COLLAGENASE-3 (MMP-13) 

INDUCES OSTEOARTHRITIS IN MICE. J. CLIN. INVEST 107:35-44. 

NEUMANN, C.J. AND S.M.COHEN. 1997. LONG-RANGE ACTION OF WINGLESS ORGANIZES THE 

DORSAL-VENTRAL AXIS OF THE DROSOPHILA WING. DEVELOPMENT 124:871-880. 



References 

 200 

NIEDERREITHER, K., V.SUBBARAYAN, P.DOLLE, AND P.CHAMBON. 1999. EMBRYONIC RETINOIC ACID 

SYNTHESIS IS ESSENTIAL FOR EARLY MOUSE POST-IMPLANTATION DEVELOPMENT. NAT. GENET. 

21:444-448. 

NISHITA, M., S.ITSUKUSHIMA, A.NOMACHI, M.ENDO, Z.WANG, D.INABA, S.QIAO, S.TAKADA, 

A.KIKUCHI, AND Y.MINAMI. 2010. ROR2/FRIZZLED COMPLEX MEDIATES WNT5A-INDUCED AP-1 

ACTIVATION BY REGULATING DISHEVELLED POLYMERIZATION. MOL. CELL BIOL. 30:3610-3619. 

NISWANDER, L. AND G.R.MARTIN. 1992. FGF-4 EXPRESSION DURING GASTRULATION, MYOGENESIS, 

LIMB AND TOOTH DEVELOPMENT IN THE MOUSE. DEVELOPMENT 114:755-768. 

NUSSE, R. 2008. WNT SIGNALING AND STEM CELL CONTROL. CELL RES. 18:523-527. 

NUSSE, R. 2005. CELL BIOLOGY: RELAYS AT THE MEMBRANE. NATURE 438:747-749. 

NUSSE, R. AND H.E.VARMUS. 1992. WNT GENES. CELL 69:1073-1087. 

OBERLENDER, S.A. AND R.S.TUAN. 1994A. EXPRESSION AND FUNCTIONAL INVOLVEMENT OF N-

CADHERIN IN EMBRYONIC LIMB CHONDROGENESIS. DEVELOPMENT 120:177-187. 

OBERLENDER, S.A. AND R.S.TUAN. 1994B. SPATIOTEMPORAL PROFILE OF N-CADHERIN EXPRESSION IN 

THE DEVELOPING LIMB MESENCHYME. CELL ADHES. COMMUN. 2:521-537. 

OSBORNE, A.C., K.J.LAMB, J.C.LEWTHWAITE, G.P.DOWTHWAITE, AND A.A.PITSILLIDES. 2002. SHORT-

TERM RIGID AND FLACCID PARALYSES DIMINISH GROWTH OF EMBRYONIC CHICK LIMBS AND 

ABROGATE JOINT CAVITY FORMATION BUT DIFFERENTIALLY PRESERVE PRE-CAVITATED JOINTS. J. 

MUSCULOSKELET. NEURONAL. INTERACT. 2:448-456. 



References 

 201 

PACIFICI, M., E.KOYAMA, AND M.IWAMOTO. 2005. MECHANISMS OF SYNOVIAL JOINT AND 

ARTICULAR CARTILAGE FORMATION: RECENT ADVANCES, BUT MANY LINGERING MYSTERIES. BIRTH 

DEFECTS RES. C. EMBRYO. TODAY 75:237-248. 

PACIFICI, M., E.KOYAMA, Y.SHIBUKAWA, C.WU, Y.TAMAMURA, M.ENOMOTO-IWAMOTO, AND 

M.IWAMOTO. 2006. CELLULAR AND MOLECULAR MECHANISMS OF SYNOVIAL JOINT AND ARTICULAR 

CARTILAGE FORMATION. ANN. N. Y. ACAD. SCI. 1068:74-86. 

PAGE-MCCAW, A., A.J.EWALD, AND Z.WERB. 2007. MATRIX METALLOPROTEINASES AND THE 

REGULATION OF TISSUE REMODELLING. NAT. REV. MOL. CELL BIOL. 8:221-233. 

PALMER, R.M., M.S.HICKERY, I.G.CHARLES, S.MONCADA, AND M.T.BAYLISS. 1993. INDUCTION OF 

NITRIC OXIDE SYNTHASE IN HUMAN CHONDROCYTES. BIOCHEM. BIOPHYS. RES. COMMUN. 193:398-

405. 

PARR, B.A., V.A.CORNISH, M.I.CYBULSKY, AND A.P.MCMAHON. 2001. WNT7B REGULATES PLACENTAL 

DEVELOPMENT IN MICE. DEV. BIOL. 237:324-332. 

PARR, B.A. AND A.P.MCMAHON. 1995. DORSALIZING SIGNAL WNT-7A REQUIRED FOR NORMAL 

POLARITY OF D-V AND A-P AXES OF MOUSE LIMB. NATURE 374:350-353. 

PEARSE, R.V., P.J.SCHERZ, J.K.CAMPBELL, AND C.J.TABIN. 2007. A CELLULAR LINEAGE ANALYSIS OF THE 

CHICK LIMB BUD. DEV. BIOL. 310:388-400. 

PITSILLIDES, A.A., C.W.ARCHER, P.PREHM, M.T.BAYLISS, AND J.C.EDWARDS. 1995. ALTERATIONS IN 

HYALURONAN SYNTHESIS DURING DEVELOPING JOINT CAVITATION. J. HISTOCHEM. CYTOCHEM. 

43:263-273. 



References 

 202 

POOLE, A.R., T.KOJIMA, T.YASUDA, F.MWALE, M.KOBAYASHI, AND S.LAVERTY. 2001. COMPOSITION 

AND STRUCTURE OF ARTICULAR CARTILAGE: A TEMPLATE FOR TISSUE REPAIR. CLIN. ORTHOP. RELAT 

RES.S26-S33. 

POOLE, C.A., S.AYAD, AND J.R.SCHOFIELD. 1988. CHONDRONS FROM ARTICULAR CARTILAGE: I. 

IMMUNOLOCALIZATION OF TYPE VI COLLAGEN IN THE PERICELLULAR CAPSULE OF ISOLATED CANINE 

TIBIAL CHONDRONS. J. CELL SCI. 90 ( PT 4):635-643. 

PORT, F. AND K.BASLER. 2010. WNT TRAFFICKING: NEW INSIGHTS INTO WNT MATURATION, 

SECRETION AND SPREADING. TRAFFIC. 11:1265-1271. 

PRITCHARD, S. AND F.GUILAK. 2006. EFFECTS OF INTERLEUKIN-1 ON CALCIUM SIGNALING AND THE 

INCREASE OF FILAMENTOUS ACTIN IN ISOLATED AND IN SITU ARTICULAR CHONDROCYTES. ARTHRITIS 

RHEUM. 54:2164-2174. 

RACIOPPI, L. AND A.R.MEANS. 2008. CALCIUM/CALMODULIN-DEPENDENT KINASE IV IN IMMUNE AND 

INFLAMMATORY RESPONSES: NOVEL ROUTES FOR AN ANCIENT TRAVELLER. TRENDS IMMUNOL. 

29:600-607. 

RANNOU, F., M.FRANCOIS, M.T.CORVOL, AND F.BERENBAUM. 2006. CARTILAGE BREAKDOWN IN 

RHEUMATOID ARTHRITIS. JOINT BONE SPINE 73:29-36. 

REINHOLD, M.I., R.M.KAPADIA, Z.LIAO, AND M.C.NASKI. 2006. THE WNT-INDUCIBLE TRANSCRIPTION 

FACTOR TWIST1 INHIBITS CHONDROGENESIS. J. BIOL. CHEM. 281:1381-1388. 

RENGEL, Y., C.OSPELT, AND S.GAY. 2007. PROTEINASES IN THE JOINT: CLINICAL RELEVANCE OF 

PROTEINASES IN JOINT DESTRUCTION. ARTHRITIS RES. THER. 9:221. 



References 

 203 

RHEE, D.K., J.MARCELINO, M.BAKER, Y.GONG, P.SMITS, V.LEFEBVRE, G.D.JAY, M.STEWART, H.WANG, 

M.L.WARMAN, AND J.D.CARPTEN. 2005. THE SECRETED GLYCOPROTEIN LUBRICIN PROTECTS 

CARTILAGE SURFACES AND INHIBITS SYNOVIAL CELL OVERGROWTH. J. CLIN. INVEST 115:622-631. 

RIANCHO, J.A., J.M.OLMOS, B.PINEDA, C.GARCIA-IBARBIA, M.I.PEREZ-NUNEZ, D.N.NAN, J.VELASCO, 

A.CANO, M.A.GARCIA-PEREZ, M.T.ZARRABEITIA, AND J.GONZALEZ-MACIAS. 2011. WNT RECEPTORS, 

BONE MASS, AND FRACTURES: GENE-WIDE ASSOCIATION ANALYSIS OF LRP5 AND LRP6 

POLYMORPHISMS WITH REPLICATION. EUR. J. ENDOCRINOL. 164:123-131. 

ROBITAILLE, J., M.L.MACDONALD, A.KAYKAS, L.C.SHELDAHL, J.ZEISLER, M.P.DUBE, L.H.ZHANG, 

R.R.SINGARAJA, D.L.GUERNSEY, B.ZHENG, L.F.SIEBERT, A.HOSKIN-MOTT, M.T.TRESE, S.N.PIMSTONE, 

B.S.SHASTRY, R.T.MOON, M.R.HAYDEN, Y.P.GOLDBERG, AND M.E.SAMUELS. 2002. MUTANT 

FRIZZLED-4 DISRUPTS RETINAL ANGIOGENESIS IN FAMILIAL EXUDATIVE VITREORETINOPATHY. NAT. 

GENET. 32:326-330. 

ROUGHLEY, P.J. 2006. THE STRUCTURE AND FUNCTION OF CARTILAGE PROTEOGLYCANS. EUR. CELL 

MATER. 12:92-101. 

ROUNTREE, R.B., M.SCHOOR, H.CHEN, M.E.MARKS, V.HARLEY, Y.MISHINA, AND D.M.KINGSLEY. 2004. 

BMP RECEPTOR SIGNALING IS REQUIRED FOR POSTNATAL MAINTENANCE OF ARTICULAR CARTILAGE. 

PLOS. BIOL. 2:E355. 

ROWAN, A.D., P.J.KOSHY, W.D.SHINGLETON, B.A.DEGNAN, J.K.HEATH, A.B.VERNALLIS, J.R.SPAULL, 

P.F.LIFE, K.HUDSON, AND T.E.CAWSTON. 2001. SYNERGISTIC EFFECTS OF GLYCOPROTEIN 130 BINDING 

CYTOKINES IN COMBINATION WITH INTERLEUKIN-1 ON CARTILAGE COLLAGEN BREAKDOWN. 

ARTHRITIS RHEUM. 44:1620-1632. 



References 

 204 

RYU, J.H. AND J.S.CHUN. 2006. OPPOSING ROLES OF WNT-5A AND WNT-11 IN INTERLEUKIN-1BETA 

REGULATION OF TYPE II COLLAGEN EXPRESSION IN ARTICULAR CHONDROCYTES. J. BIOL. CHEM. 

281:22039-22047. 

RYU, J.H., S.J.KIM, S.H.KIM, C.D.OH, S.G.HWANG, C.H.CHUN, S.H.OH, J.K.SEONG, T.L.HUH, AND 

J.S.CHUN. 2002. REGULATION OF THE CHONDROCYTE PHENOTYPE BY BETA-CATENIN. DEVELOPMENT 

129:5541-5550. 

SAHEBJAM, S., R.KHOKHA, AND J.S.MORT. 2007. INCREASED COLLAGEN AND AGGRECAN 

DEGRADATION WITH AGE IN THE JOINTS OF TIMP3(-/-) MICE. ARTHRITIS RHEUM. 56:905-909. 

SAITO, T., A.FUKAI, A.MABUCHI, T.IKEDA, F.YANO, S.OHBA, N.NISHIDA, T.AKUNE, N.YOSHIMURA, 

T.NAKAGAWA, K.NAKAMURA, K.TOKUNAGA, U.I.CHUNG, AND H.KAWAGUCHI. 2010. 

TRANSCRIPTIONAL REGULATION OF ENDOCHONDRAL OSSIFICATION BY HIF-2ALPHA DURING 

SKELETAL GROWTH AND OSTEOARTHRITIS DEVELOPMENT. NAT. MED. 16:678-686. 

SAKLATVALA, J. 1987. INTERLEUKIN 1: PURIFICATION AND BIOCHEMICAL ASPECTS OF ITS ACTION ON 

CARTILAGE. J. RHEUMATOL. 14 SPEC NO:52-54. 

SAKLATVALA, J. 1986. TUMOUR NECROSIS FACTOR ALPHA STIMULATES RESORPTION AND INHIBITS 

SYNTHESIS OF PROTEOGLYCAN IN CARTILAGE. NATURE 322:547-549. 

SAMARZIJA, I., P.SINI, T.SCHLANGE, G.MACDONALD, AND N.E.HYNES. 2009. WNT3A REGULATES 

PROLIFERATION AND MIGRATION OF HUVEC VIA CANONICAL AND NON-CANONICAL WNT SIGNALING 

PATHWAYS. BIOCHEM. BIOPHYS. RES. COMMUN. 386:449-454. 

SANDELL, L.J., N.MORRIS, J.R.ROBBINS, AND M.B.GOLDRING. 1991. ALTERNATIVELY SPLICED TYPE II 

PROCOLLAGEN MRNAS DEFINE DISTINCT POPULATIONS OF CELLS DURING VERTEBRAL DEVELOPMENT: 

DIFFERENTIAL EXPRESSION OF THE AMINO-PROPEPTIDE. J. CELL BIOL. 114:1307-1319. 



References 

 205 

SANDELL, L.J., A.M.NALIN, AND R.A.REIFE. 1994. ALTERNATIVE SPLICE FORM OF TYPE II PROCOLLAGEN 

MRNA (IIA) IS PREDOMINANT IN SKELETAL PRECURSORS AND NON-CARTILAGINOUS TISSUES DURING 

EARLY MOUSE DEVELOPMENT. DEV. DYN. 199:129-140. 

SANDY, J.D., C.R.FLANNERY, P.J.NEAME, AND L.S.LOHMANDER. 1992. THE STRUCTURE OF AGGRECAN 

FRAGMENTS IN HUMAN SYNOVIAL FLUID. EVIDENCE FOR THE INVOLVEMENT IN OSTEOARTHRITIS OF 

A NOVEL PROTEINASE WHICH CLEAVES THE GLU 373-ALA 374 BOND OF THE INTERGLOBULAR 

DOMAIN. J. CLIN. INVEST 89:1512-1516. 

SARIS, D.B., J.VANLAUWE, J.VICTOR, K.F.ALMQVIST, R.VERDONK, J.BELLEMANS, AND F.P.LUYTEN. 

2009. TREATMENT OF SYMPTOMATIC CARTILAGE DEFECTS OF THE KNEE: CHARACTERIZED 

CHONDROCYTE IMPLANTATION RESULTS IN BETTER CLINICAL OUTCOME AT 36 MONTHS IN A 

RANDOMIZED TRIAL COMPARED TO MICROFRACTURE. AM. J. SPORTS MED. 37 SUPPL 1:10S-19S. 

SARIS, D.B., J.VANLAUWE, J.VICTOR, M.HASPL, M.BOHNSACK, Y.FORTEMS, B.VANDEKERCKHOVE, 

K.F.ALMQVIST, T.CLAES, F.HANDELBERG, K.LAGAE, B.J.VAN DER, H.VANDENNEUCKER, K.G.YANG, 

M.JELIC, R.VERDONK, N.VEULEMANS, J.BELLEMANS, AND F.P.LUYTEN. 2008. CHARACTERIZED 

CHONDROCYTE IMPLANTATION RESULTS IN BETTER STRUCTURAL REPAIR WHEN TREATING 

SYMPTOMATIC CARTILAGE DEFECTS OF THE KNEE IN A RANDOMIZED CONTROLLED TRIAL VERSUS 

MICROFRACTURE. AM. J. SPORTS MED. 36:235-246. 

SCHARSTUHL, A., E.L.VITTERS, P.M.VAN DER KRAAN, AND W.B.VAN DEN BERG. 2003. REDUCTION OF 

OSTEOPHYTE FORMATION AND SYNOVIAL THICKENING BY ADENOVIRAL OVEREXPRESSION OF 

TRANSFORMING GROWTH FACTOR BETA/BONE MORPHOGENETIC PROTEIN INHIBITORS DURING 

EXPERIMENTAL OSTEOARTHRITIS. ARTHRITIS RHEUM. 48:3442-3451. 

SCHETT, G., J.ZWERINA, AND J.P.DAVID. 2008. THE ROLE OF WNT PROTEINS IN ARTHRITIS. NAT. CLIN. 

PRACT. RHEUMATOL. 4:473-480. 



References 

 206 

SCHROEDER, K.E., M.L.CONDIC, L.M.EISENBERG, AND H.J.YOST. 1999. SPATIALLY REGULATED 

TRANSLATION IN EMBRYOS: ASYMMETRIC EXPRESSION OF MATERNAL WNT-11 ALONG THE DORSAL-

VENTRAL AXIS IN XENOPUS. DEV. BIOL. 214:288-297. 

SCHULTE, G. 2010. INTERNATIONAL UNION OF BASIC AND CLINICAL PHARMACOLOGY. LXXX. THE 

CLASS FRIZZLED RECEPTORS. PHARMACOL. REV. 62:632-667. 

SEARLS, R.L. 1965. AN AUTORADIOGRAPHIC STUDY OF THE UPTAKE OF S35-SULFATE DURING THE 

DIFFERENTIATION OF LIMB BUD CARTILAGE. DEV. BIOL. 11:155-168. 

SELLAM, J. AND F.BERENBAUM. 2010. THE ROLE OF SYNOVITIS IN PATHOPHYSIOLOGY AND CLINICAL 

SYMPTOMS OF OSTEOARTHRITIS. NAT. REV. RHEUMATOL. 6:625-635. 

SEMENOV, M.V., R.HABAS, B.T.MACDONALD, AND X.HE. 2007. SNAPSHOT: NONCANONICAL WNT 

SIGNALING PATHWAYS. CELL 131:1378. 

SERRA, R., M.JOHNSON, E.H.FILVAROFF, J.LABORDE, D.M.SHEEHAN, R.DERYNCK, AND H.L.MOSES. 

1997. EXPRESSION OF A TRUNCATED, KINASE-DEFECTIVE TGF-BETA TYPE II RECEPTOR IN MOUSE 

SKELETAL TISSUE PROMOTES TERMINAL CHONDROCYTE DIFFERENTIATION AND OSTEOARTHRITIS. J. 

CELL BIOL. 139:541-552. 

SETTON, L.A., V.C.MOW, AND D.S.HOWELL. 1995. MECHANICAL BEHAVIOR OF ARTICULAR CARTILAGE 

IN SHEAR IS ALTERED BY TRANSECTION OF THE ANTERIOR CRUCIATE LIGAMENT. J. ORTHOP. RES. 

13:473-482. 

SHELDAHL, L.C., M.PARK, C.C.MALBON, AND R.T.MOON. 1999. PROTEIN KINASE C IS DIFFERENTIALLY 

STIMULATED BY WNT AND FRIZZLED HOMOLOGS IN A G-PROTEIN-DEPENDENT MANNER. CURR. BIOL. 

9:695-698. 



References 

 207 

SHEN, Z., D.HEINEGARD, AND Y.SOMMARIN. 1995. DISTRIBUTION AND EXPRESSION OF CARTILAGE 

OLIGOMERIC MATRIX PROTEIN AND BONE SIALOPROTEIN SHOW MARKED CHANGES DURING RAT 

FEMORAL HEAD DEVELOPMENT. MATRIX BIOL. 14:773-781. 

SHIMAZAKI, A., M.O.WRIGHT, K.ELLIOT, D.M.SALTER, AND S.J.MILLWARD-SADLER. 2006. 

CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE II IN HUMAN ARTICULAR CHONDROCYTES. 

BIORHEOLOGY 43:223-233. 

SHIMIZU, H., M.A.JULIUS, M.GIARRE, Z.ZHENG, A.M.BROWN, AND J.KITAJEWSKI. 1997. 

TRANSFORMATION BY WNT FAMILY PROTEINS CORRELATES WITH REGULATION OF BETA-CATENIN. 

CELL GROWTH DIFFER. 8:1349-1358. 

SLATER, M.J., S.COCKERILL, R.BAXTER, R.W.BONSER, K.GOHIL, C.GOWRIE, J.E.ROBINSON, E.LITTLER, 

N.PARRY, R.RANDALL, AND W.SNOWDEN. 1999. INDOLOCARBAZOLES: POTENT, SELECTIVE 

INHIBITORS OF HUMAN CYTOMEGALOVIRUS REPLICATION. BIOORG. MED. CHEM. 7:1067-1074. 

SLUSARSKI, D.C., V.G.CORCES, AND R.T.MOON. 1997A. INTERACTION OF WNT AND A FRIZZLED 

HOMOLOGUE TRIGGERS G-PROTEIN-LINKED PHOSPHATIDYLINOSITOL SIGNALLING. NATURE 390:410-

413. 

SLUSARSKI, D.C., J.YANG-SNYDER, W.B.BUSA, AND R.T.MOON. 1997B. MODULATION OF EMBRYONIC 

INTRACELLULAR CA2+ SIGNALING BY WNT-5A. DEV. BIOL. 182:114-120. 

SODERLING, T.R. 1999. THE CA-CALMODULIN-DEPENDENT PROTEIN KINASE CASCADE. TRENDS 

BIOCHEM. SCI. 24:232-236. 

STANTON, H., F.M.ROGERSON, C.J.EAST, S.B.GOLUB, K.E.LAWLOR, C.T.MEEKER, C.B.LITTLE, K.LAST, 

P.J.FARMER, I.K.CAMPBELL, A.M.FOURIE, AND A.J.FOSANG. 2005. ADAMTS5 IS THE MAJOR 

AGGRECANASE IN MOUSE CARTILAGE IN VIVO AND IN VITRO. NATURE 434:648-652. 



References 

 208 

STARK, R.J. AND R.L.SEARLS. 1973. A DESCRIPTION OF CHICK WING BUD DEVELOPMENT AND A 

MODEL OF LIMB MORPHOGENESIS. DEV. BIOL. 33:138-153. 

STEFANOVIC-RACIC, M., T.I.MORALES, D.TASKIRAN, L.A.MCINTYRE, AND C.H.EVANS. 1996. THE ROLE 

OF NITRIC OXIDE IN PROTEOGLYCAN TURNOVER BY BOVINE ARTICULAR CARTILAGE ORGAN 

CULTURES. J. IMMUNOL. 156:1213-1220. 

STORM, E.E. AND D.M.KINGSLEY. 1999. GDF5 COORDINATES BONE AND JOINT FORMATION DURING 

DIGIT DEVELOPMENT. DEV. BIOL. 209:11-27. 

STRUGLICS, A., S.LARSSON, M.A.PRATTA, S.KUMAR, M.W.LARK, AND L.S.LOHMANDER. 2006. HUMAN 

OSTEOARTHRITIS SYNOVIAL FLUID AND JOINT CARTILAGE CONTAIN BOTH AGGRECANASE- AND 

MATRIX METALLOPROTEINASE-GENERATED AGGRECAN FRAGMENTS. OSTEOARTHRITIS. CARTILAGE. 

14:101-113. 

SUMI, M., K.KIUCHI, T.ISHIKAWA, A.ISHII, M.HAGIWARA, T.NAGATSU, AND H.HIDAKA. 1991. THE 

NEWLY SYNTHESIZED SELECTIVE CA2+/CALMODULIN DEPENDENT PROTEIN KINASE II INHIBITOR KN-93 

REDUCES DOPAMINE CONTENTS IN PC12H CELLS. BIOCHEM. BIOPHYS. RES. COMMUN. 181:968-975. 

SUMMERBELL, D., J.H.LEWIS, AND L.WOLPERT. 1973. POSITIONAL INFORMATION IN CHICK LIMB 

MORPHOGENESIS. NATURE 244:492-496. 

SUN, X., F.V.MARIANI, AND G.R.MARTIN. 2002. FUNCTIONS OF FGF SIGNALLING FROM THE APICAL 

ECTODERMAL RIDGE IN LIMB DEVELOPMENT. NATURE 418:501-508. 

SWANN, D.A., F.H.SILVER, H.S.SLAYTER, W.STAFFORD, AND E.SHORE. 1985. THE MOLECULAR 

STRUCTURE AND LUBRICATING ACTIVITY OF LUBRICIN ISOLATED FROM BOVINE AND HUMAN 

SYNOVIAL FLUIDS. BIOCHEM. J. 225:195-201. 



References 

 209 

TAKADA, R., Y.SATOMI, T.KURATA, N.UENO, S.NORIOKA, H.KONDOH, T.TAKAO, AND S.TAKADA. 2006. 

MONOUNSATURATED FATTY ACID MODIFICATION OF WNT PROTEIN: ITS ROLE IN WNT SECRETION. 

DEV. CELL 11:791-801. 

TAO, Q., C.YOKOTA, H.PUCK, M.KOFRON, B.BIRSOY, D.YAN, M.ASASHIMA, C.C.WYLIE, X.LIN, AND 

J.HEASMAN. 2005. MATERNAL WNT11 ACTIVATES THE CANONICAL WNT SIGNALING PATHWAY 

REQUIRED FOR AXIS FORMATION IN XENOPUS EMBRYOS. CELL 120:857-871. 

TASCHNER, M.J., M.RAFIGH, F.LAMPERT, S.SCHNAITER, AND C.HARTMANN. 2008. 

CA2+/CALMODULIN-DEPENDENT KINASE II SIGNALING CAUSES SKELETAL OVERGROWTH AND 

PREMATURE CHONDROCYTE MATURATION. DEV. BIOL. 317:132-146. 

TEN BERGE, D., S.A.BRUGMANN, J.A.HELMS, AND R.NUSSE. 2008. WNT AND FGF SIGNALS INTERACT 

TO COORDINATE GROWTH WITH CELL FATE SPECIFICATION DURING LIMB DEVELOPMENT. 

DEVELOPMENT 135:3247-3257. 

TERASAKI, H., T.SAITOH, K.SHIOKAWA, AND M.KATOH. 2002. FRIZZLED-10, UP-REGULATED IN 

PRIMARY COLORECTAL CANCER, IS A POSITIVE REGULATOR OF THE. INT. J. MOL. MED. 9:107-112. 

TETLOW, L.C., D.J.ADLAM, AND D.E.WOOLLEY. 2001. MATRIX METALLOPROTEINASE AND 

PROINFLAMMATORY CYTOKINE PRODUCTION BY CHONDROCYTES OF HUMAN OSTEOARTHRITIC 

CARTILAGE: ASSOCIATIONS WITH DEGENERATIVE CHANGES. ARTHRITIS RHEUM. 44:585-594. 

TICKLE, C. 1994. MOLECULAR BASIS OF LIMB DEVELOPMENT. BIOCHEM. SOC. TRANS. 22:565-569. 

TOOLE, B.P. 1990. HYALURONAN AND ITS BINDING PROTEINS, THE HYALADHERINS. CURR. OPIN. CELL 

BIOL. 2:839-844. 



References 

 210 

TOPOL, L., X.JIANG, H.CHOI, L.GARRETT-BEAL, P.J.CAROLAN, AND Y.YANG. 2003. WNT-5A INHIBITS 

THE CANONICAL WNT PATHWAY BY PROMOTING GSK-3-INDEPENDENT BETA-CATENIN 

DEGRADATION. J. CELL BIOL. 162:899-908. 

TORTORELLA, M.D., M.PRATTA, R.Q.LIU, J.AUSTIN, O.H.ROSS, I.ABBASZADE, T.BURN, AND E.ARNER. 

2000. SITES OF AGGRECAN CLEAVAGE BY RECOMBINANT HUMAN AGGRECANASE-1 (ADAMTS-4). J. 

BIOL. CHEM. 275:18566-18573. 

TROSSET, J.Y., C.DALVIT, S.KNAPP, M.FASOLINI, M.VERONESI, S.MANTEGANI, L.M.GIANELLINI, 

C.CATANA, M.SUNDSTROM, P.F.STOUTEN, AND J.K.MOLL. 2006. INHIBITION OF PROTEIN-PROTEIN 

INTERACTIONS: THE DISCOVERY OF DRUGLIKE BETA-CATENIN INHIBITORS BY COMBINING VIRTUAL 

AND BIOPHYSICAL SCREENING. PROTEINS 64:60-67. 

TSUI, J., M.INAGAKI, AND H.SCHULMAN. 2005. CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE 

II (CAMKII) LOCALIZATION ACTS IN CONCERT WITH SUBSTRATE TARGETING TO CREATE SPATIAL 

RESTRICTION FOR PHOSPHORYLATION. J. BIOL. CHEM. 280:9210-9216. 

TU, G., W.XU, H.HUANG, AND S.LI. 2008. PROGRESS IN THE DEVELOPMENT OF MATRIX 

METALLOPROTEINASE INHIBITORS. CURR. MED. CHEM. 15:1388-1395. 

TU, X., K.S.JOENG, K.I.NAKAYAMA, K.NAKAYAMA, J.RAJAGOPAL, T.J.CARROLL, A.P.MCMAHON, AND 

F.LONG. 2007. NONCANONICAL WNT SIGNALING THROUGH G PROTEIN-LINKED PKCDELTA 

ACTIVATION PROMOTES BONE FORMATION. DEV. CELL 12:113-127. 

UMLAUF, D., S.FRANK, T.PAP, AND J.BERTRAND. 2010. CARTILAGE BIOLOGY, PATHOLOGY, AND 

REPAIR. CELL MOL. LIFE SCI. 67:4197-4211. 

URIST, M.R. 1965. BONE: FORMATION BY AUTOINDUCTION. SCIENCE 150:893-899. 



References 

 211 

VALHMU, W.B. AND F.J.RAIA. 2002. MYO-INOSITOL 1,4,5-TRISPHOSPHATE AND CA(2+)/CALMODULIN-

DEPENDENT FACTORS MEDIATE TRANSDUCTION OF COMPRESSION-INDUCED SIGNALS IN BOVINE 

ARTICULAR CHONDROCYTES. BIOCHEM. J. 361:689-696. 

VALHMU, W.B., E.J.STAZZONE, N.M.BACHRACH, F.SAED-NEJAD, S.G.FISCHER, V.C.MOW, AND 

A.RATCLIFFE. 1998. LOAD-CONTROLLED COMPRESSION OF ARTICULAR CARTILAGE INDUCES A 

TRANSIENT STIMULATION OF AGGRECAN GENE EXPRESSION. ARCH. BIOCHEM. BIOPHYS. 353:29-36. 

VAN BEUNINGEN, H.M., H.L.GLANSBEEK, P.M.VAN DER KRAAN, AND W.B.VAN DEN BERG. 2000. 

OSTEOARTHRITIS-LIKE CHANGES IN THE MURINE KNEE JOINT RESULTING FROM INTRA-ARTICULAR 

TRANSFORMING GROWTH FACTOR-BETA INJECTIONS. OSTEOARTHRITIS. CARTILAGE. 8:25-33. 

VAN DER SLUIJS, J.A., R.G.GEESINK, A.J.VAN DER LINDEN, S.K.BULSTRA, R.KUYER, AND J.DRUKKER. 

1992. THE RELIABILITY OF THE MANKIN SCORE FOR OSTEOARTHRITIS. J. ORTHOP. RES. 10:58-61. 

VAN OSCH, G.J., W.B.VAN DEN BERG, E.B.HUNZIKER, AND H.J.HAUSELMANN. 1998. DIFFERENTIAL 

EFFECTS OF IGF-1 AND TGF BETA-2 ON THE ASSEMBLY OF PROTEOGLYCANS IN PERICELLULAR AND 

TERRITORIAL MATRIX BY CULTURED BOVINE ARTICULAR CHONDROCYTES. OSTEOARTHRITIS. 

CARTILAGE. 6:187-195. 

VARGHESE, S. 2006. MATRIX METALLOPROTEINASES AND THEIR INHIBITORS IN BONE: AN OVERVIEW 

OF REGULATION AND FUNCTIONS. FRONT BIOSCI. 11:2949-2966. 

VINCENT, T.L., C.J.MCLEAN, L.E.FULL, D.PESTON, AND J.SAKLATVALA. 2007. FGF-2 IS BOUND TO 

PERLECAN IN THE PERICELLULAR MATRIX OF ARTICULAR CARTILAGE, WHERE IT ACTS AS A 

CHONDROCYTE MECHANOTRANSDUCER. OSTEOARTHRITIS. CARTILAGE. 15:752-763. 

VOET, D. AND J.G.VOET. 1995. BIOCHEMISTRY. WILEY, NEW YORK ; CHICHESTER. 



References 

 212 

VOLEK-SMITH, H. AND M.R.URIST. 1996. RECOMBINANT HUMAN BONE MORPHOGENETIC PROTEIN 

(RHBMP) INDUCED HETEROTOPIC BONE DEVELOPMENT IN VIVO AND IN VITRO. PROC. SOC. EXP. BIOL. 

MED. 211:265-272. 

WALLINGFORD, J.B. AND R.M.HARLAND. 2001. XENOPUS DISHEVELLED SIGNALING REGULATES BOTH 

NEURAL AND MESODERMAL CONVERGENT EXTENSION: PARALLEL FORCES ELONGATING THE BODY 

AXIS. DEVELOPMENT 128:2581-2592. 

WALTON, M. 1977. DEGENERATIVE JOINT DISEASE IN THE MOUSE KNEE; HISTOLOGICAL 

OBSERVATIONS. J. PATHOL. 123:109-122. 

WALTON, M. 1978. A SPONTANEOUS ANKLE DEFORMITY IN AN INBRED STRAIN OF MOUSE. J. PATHOL. 

124:189-194. 

WANG, H.Y., T.LIU, AND C.C.MALBON. 2006A. STRUCTURE-FUNCTION ANALYSIS OF FRIZZLEDS. CELL 

SIGNAL. 18:934-941. 

WANG, J., N.S.HAMBLET, S.MARK, M.E.DICKINSON, B.C.BRINKMAN, N.SEGIL, S.E.FRASER, P.CHEN, 

J.B.WALLINGFORD, AND A.WYNSHAW-BORIS. 2006B. DISHEVELLED GENES MEDIATE A CONSERVED 

MAMMALIAN PCP PATHWAY TO REGULATE CONVERGENT EXTENSION DURING NEURULATION. 

DEVELOPMENT 133:1767-1778. 

WANG, Y. AND J.NATHANS. 2007. TISSUE/PLANAR CELL POLARITY IN VERTEBRATES: NEW INSIGHTS 

AND NEW QUESTIONS. DEVELOPMENT 134:647-658. 

WARNKE, P.H. 2010. IN-VIVO TISSUE ENGINEERING OF BIOLOGICAL JOINT REPLACEMENTS. LANCET 

376:394-396. 



References 

 213 

WATANABE, H., Y.YAMADA, AND K.KIMATA. 1998. ROLES OF AGGRECAN, A LARGE CHONDROITIN 

SULFATE PROTEOGLYCAN, IN CARTILAGE STRUCTURE AND FUNCTION. J. BIOCHEM. 124:687-693. 

WAWRZAK, D., M.METIOUI, E.WILLEMS, M.HENDRICKX, G.E.DE, AND L.LEYNS. 2007. WNT3A BINDS TO 

SEVERAL SFRPS IN THE NANOMOLAR RANGE. BIOCHEM. BIOPHYS. RES. COMMUN. 357:1119-1123. 

WELTER, J.F., L.A.SOLCHAGA, AND M.C.STEWART. 2004. HIGH-EFFICIENCY NONVIRAL TRANSFECTION 

OF PRIMARY CHONDROCYTES. METHODS MOL. MED. 100:129-146. 

WENG, L.H., C.J.WANG, J.Y.KO, Y.C.SUN, AND F.S.WANG. 2010. CONTROL OF DKK-1 AMELIORATES 

CHONDROCYTE APOPTOSIS, CARTILAGE DESTRUCTION, AND SUBCHONDRAL BONE DETERIORATION IN 

OSTEOARTHRITIC KNEES. ARTHRITIS RHEUM. 62:1393-1402. 

WIDELITZ, R.B., T.X.JIANG, B.A.MURRAY, AND C.M.CHUONG. 1993. ADHESION MOLECULES IN 

SKELETOGENESIS: II. NEURAL CELL ADHESION MOLECULES MEDIATE PRECARTILAGINOUS 

MESENCHYMAL CONDENSATIONS AND ENHANCE CHONDROGENESIS. J. CELL PHYSIOL 156:399-411. 

WILLERT, K., J.D.BROWN, E.DANENBERG, A.W.DUNCAN, I.L.WEISSMAN, T.REYA, J.R.YATES, III, AND 

R.NUSSE. 2003. WNT PROTEINS ARE LIPID-MODIFIED AND CAN ACT AS STEM CELL GROWTH FACTORS. 

NATURE 423:448-452. 

WILLIAMS, R., I.M.KHAN, K.RICHARDSON, L.NELSON, H.E.MCCARTHY, T.ANALBELSI, S.K.SINGHRAO, 

G.P.DOWTHWAITE, R.E.JONES, D.M.BAIRD, H.LEWIS, S.ROBERTS, H.M.SHAW, J.DUDHIA, 

J.FAIRCLOUGH, T.BRIGGS, AND C.W.ARCHER. 2010. IDENTIFICATION AND CLONAL CHARACTERISATION 

OF A PROGENITOR CELL SUB-POPULATION IN NORMAL HUMAN ARTICULAR CARTILAGE. PLOS. ONE. 

5:E13246. 



References 

 214 

WIWEGER, M.I., C.M.AVRAMUT, C.E.DE ANDREA, F.A.PRINS, A.J.KOSTER, R.B.RAVELLI, AND 

P.C.HOGENDOORN. 2010. CARTILAGE ULTRASTRUCTURE IN PROTEOGLYCAN-DEFICIENT ZEBRAFISH 

MUTANTS BRINGS TO LIGHT NEW CANDIDATE GENES FOR HUMAN SKELETAL DISORDERS. J. PATHOL. 

WLUKA, A.E., Y.WANG, S.R.DAVIS, AND F.M.CICUTTINI. 2005. TIBIAL PLATEAU SIZE IS RELATED TO 

GRADE OF JOINT SPACE NARROWING AND OSTEOPHYTES IN HEALTHY WOMEN AND IN WOMEN WITH 

OSTEOARTHRITIS. ANN. RHEUM. DIS. 64:1033-1037. 

WOZNEY, J.M. 1995. THE POTENTIAL ROLE OF BONE MORPHOGENETIC PROTEINS IN PERIODONTAL 

RECONSTRUCTION. J. PERIODONTOL. 66:506-510. 

WUYTS, A., O.N.VAN, A.HAELENS, I.SAMSON, P.HERDEWIJN, A.BEN-BARUCH, J.J.OPPENHEIM, 

P.PROOST, AND D.J.VAN. 1997. CHARACTERIZATION OF SYNTHETIC HUMAN GRANULOCYTE 

CHEMOTACTIC PROTEIN 2: USAGE OF CHEMOKINE RECEPTORS CXCR1 AND CXCR2 AND IN VIVO 

INFLAMMATORY PROPERTIES. BIOCHEMISTRY 36:2716-2723. 

XIE, D. AND G.A.HOMANDBERG. 1993. FIBRONECTIN FRAGMENTS BIND TO AND PENETRATE 

CARTILAGE TISSUE RESULTING IN PROTEINASE EXPRESSION AND CARTILAGE DAMAGE. BIOCHIM. 

BIOPHYS. ACTA 1182:189-196. 

XU, Y.K. AND R.NUSSE. 1998. THE FRIZZLED CRD DOMAIN IS CONSERVED IN DIVERSE PROTEINS 

INCLUDING SEVERAL RECEPTOR TYROSINE KINASES. CURR. BIOL. 8:R405-R406. 

YAMAGUCHI, T.P., A.BRADLEY, A.P.MCMAHON, AND S.JONES. 1999. A WNT5A PATHWAY UNDERLIES 

OUTGROWTH OF MULTIPLE STRUCTURES IN THE VERTEBRATE EMBRYO. DEVELOPMENT 126:1211-

1223. 



References 

 215 

YAMAMOTO, H., H.SAKANE, H.YAMAMOTO, T.MICHIUE, AND A.KIKUCHI. 2008. WNT3A AND DKK1 

REGULATE DISTINCT INTERNALIZATION PATHWAYS OF LRP6 TO TUNE THE ACTIVATION OF BETA-

CATENIN SIGNALING. DEV. CELL 15:37-48. 

YAN, D., M.WIESMANN, M.ROHAN, V.CHAN, A.B.JEFFERSON, L.GUO, D.SAKAMOTO, R.H.CAOTHIEN, 

J.H.FULLER, C.REINHARD, P.D.GARCIA, F.M.RANDAZZO, J.ESCOBEDO, W.J.FANTL, AND L.T.WILLIAMS. 

2001. ELEVATED EXPRESSION OF AXIN2 AND HNKD MRNA PROVIDES EVIDENCE THAT WNT/BETA -

CATENIN SIGNALING IS ACTIVATED IN HUMAN COLON TUMORS. PROC. NATL. ACAD. SCI. U. S. A 

98:14973-14978. 

YANG, S., J.KIM, J.H.RYU, H.OH, C.H.CHUN, B.J.KIM, B.H.MIN, AND J.S.CHUN. 2010. HYPOXIA-

INDUCIBLE FACTOR-2ALPHA IS A CATABOLIC REGULATOR OF OSTEOARTHRITIC CARTILAGE 

DESTRUCTION. NAT. MED. 16:687-693. 

YANG, Y., L.TOPOL, H.LEE, AND J.WU. 2003. WNT5A AND WNT5B EXHIBIT DISTINCT ACTIVITIES IN 

COORDINATING CHONDROCYTE PROLIFERATION AND DIFFERENTIATION. DEVELOPMENT 130:1003-

1015. 

YATES, C.C., P.KRISHNA, D.WHALEY, R.BODNAR, T.TURNER, AND A.WELLS. 2010. LACK OF CXC 

CHEMOKINE RECEPTOR 3 SIGNALING LEADS TO HYPERTROPHIC AND HYPERCELLULAR SCARRING. AM. 

J. PATHOL. 176:1743-1755. 

YOSHIKAWA, S., J.L.BONKOWSKY, M.KOKEL, S.SHYN, AND J.B.THOMAS. 2001. THE DERAILED 

GUIDANCE RECEPTOR DOES NOT REQUIRE KINASE ACTIVITY IN VIVO. J. NEUROSCI. 21:RC119. 

YUASA, T., T.OTANI, T.KOIKE, M.IWAMOTO, AND M.ENOMOTO-IWAMOTO. 2008. WNT/BETA-

CATENIN SIGNALING STIMULATES MATRIX CATABOLIC GENES AND ACTIVITY IN ARTICULAR 

CHONDROCYTES: ITS POSSIBLE ROLE IN JOINT DEGENERATION. LAB INVEST 88:264-274. 



References 

 216 

ZECCA, M., K.BASLER, AND G.STRUHL. 1996. DIRECT AND LONG-RANGE ACTION OF A WINGLESS 

MORPHOGEN GRADIENT. CELL 87:833-844. 

ZENG, X., H.HUANG, K.TAMAI, X.ZHANG, Y.HARADA, C.YOKOTA, K.ALMEIDA, J.WANG, B.DOBLE, 

J.WOODGETT, A.WYNSHAW-BORIS, J.C.HSIEH, AND X.HE. 2008. INITIATION OF WNT SIGNALING: 

CONTROL OF WNT CORECEPTOR LRP6 PHOSPHORYLATION/ACTIVATION VIA FRIZZLED, DISHEVELLED 

AND AXIN FUNCTIONS. DEVELOPMENT 135:367-375. 

ZHANG, L., M.YANG, D.YANG, G.CAVEY, P.DAVIDSON, AND G.GIBSON. 2010. MOLECULAR 

INTERACTIONS OF MMP-13 C-TERMINAL DOMAIN WITH CHONDROCYTE PROTEINS. CONNECT. TISSUE 

RES. 51:230-239. 

ZHU, M., M.CHEN, M.ZUSCIK, Q.WU, Y.J.WANG, R.N.ROSIER, R.J.O'KEEFE, AND D.CHEN. 2008. 

INHIBITION OF BETA-CATENIN SIGNALING IN ARTICULAR CHONDROCYTES RESULTS IN ARTICULAR 

CARTILAGE DESTRUCTION. ARTHRITIS RHEUM. 58:2053-2064. 

ZHU, M., D.TANG, Q.WU, S.HAO, M.CHEN, C.XIE, R.N.ROSIER, R.J.O'KEEFE, M.ZUSCIK, AND D.CHEN. 

2009. ACTIVATION OF BETA-CATENIN SIGNALING IN ARTICULAR CHONDROCYTES LEADS TO 

OSTEOARTHRITIS-LIKE PHENOTYPE IN ADULT BETA-CATENIN CONDITIONAL ACTIVATION MICE. J. 

BONE MINER. RES. 24:12-21. 

 

 


