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» Accelerate the resolution of acute ] RvD1 Enhances cognitive function
inflammation
* Limit neutrophil infiltration RvD2 Regulates vascular endothelium

» Promote efferocytosis of apoptotic cells

+ Enhance microbial killing and clearance |  RvD5  Macrophage phagocytosis

» Counter regulation and sequestration of
cytokines

» Down regulation of prostanoids

PD1 Neuro-protective

RVE1 Reduces platelet aggregation
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Appendix Figure 1
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Appendix Figure 1
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