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Objectives: The objectives of this study were to characterize ESBL-producing Enterobacteriaceae present in 24
neonatal units (NNUs) in eight networks participating in a multicentre probiotic study and to test the hypothesis
that specific strains would cluster within individual units and networks.

Methods: We performed analysis of stool samples for the presence of ESBL-producing Enterobacteriaceae
at 2 weeks post-natal age and 36 weeks post-menstrual age. ESBL-producing Enterobacteriaceae were
characterized and typed using molecular methods.

Results: ESBL-producing Enterobacteriaceae (n="71) were isolated from 67/1229 (5.5%) infants from whom
we received a sample at either sampling time or both sampling times, and from infants in 18 (75%) of the 24
recruiting NNUs. Thirty-three Escherichia coli, 23 Klebsiella spp. and 6 Enterobacter spp. strains were character-
ized. ESBL-producing E. coli were all distinguishable within individual NNUs by antibiotic resistance genotype,
serogroup (025b), phenotype, phylotype or ST. Ten of the 33 were ST131 and 9 of the 10 ST131 isolates were
ciprofloxacin resistant. Seven of the 10 ST131 isolates carried genes encoding CTX-M group 1 enzymes. ST131
isolates were isolated from centres within five of the eight NNU networks. There were clusters of indistinguishable
ESBL-producing Klebsiella and Enterobacter isolates associated with specific NNUs.

Conclusions: Strains of E. coli ST131 were distributed across neonatal networks in the south of England. There was
no evidence of clustering of clonally related ESBL-producing E. coli strains, by contrast with Klebsiella spp. and
Enterobacter spp., which did cluster within units. The possibility that ESBL-producing E. coli strains are spread
by vertical transmission requires further investigation.

Introduction

ESBL-producing Enterobacteriaceae can cause outbreaks in
many contexts, including neonatal units (NNUs).! ~3 The objec-
tives of this study were to identify the range of ESBL-producing
Enterobacteriaceae prevalent in NNUs participating in a multicen-
tre study in the south of England. There is evidence that virulent
clones of ESBL-producing Escherichia coli can be transmitted from
mothers to infants early in life,*> so a second objective was to
explore the relative importance of horizontal and vertical trans-
mission by determining the extent to which specific clones cluster
within NNUs or networks.

Methods

The PiPS study was a multicentre probiotic study (https:/www.npeu.ox.ac.
uk/pips). Ethics approval for the PiPS study was given by the NRES
Committee South Central—Oxford A, Reference 09/H0604/30. A secondary

objective of the study was to determine rates of carriage of ESBL-
producing Enterobacteriaceae in the probiotic and placebo groups.
Infants were recruited between July 2010 and July 2013. Stool samples
were collected from infants at 2 weeks post-natal age and 36 weeks post-
menstrual age, and were transported to the microbiology laboratory at
Barts Health NHS Trust using the Thermacor transportation system
(Dyecor Ltd, Herefordshire, UK). Specimens were weighed and divided
into two equal parts. One half was stored at —80°C to allow additional
tests. The other half was diluted 1:10 in a cryopreservative broth (brain
heart infusion; Oxoid Ltd, Basingstoke, UK) containing 10% glycerol
(w/v), mixed by vortexing for 10 s and then placed in 1 mL aliquots into
sterile 1.5 mL Eppendorf tubes before freezing at —80°C.

Culture, identification and enumeration
of ESBL-producing Enterobacteriaceae
Vials of frozen samples in cryopreservative were thawed at room tempera-

ture and serially diluted in brain heart infusion broth (Oxoid Ltd). Aliquots
(100 L) of the neat sample and 107, 1073 and 10~° dilutions were
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inoculated on to MacConkey and Brilliance™ ESBL agar (Oxoid Ltd).
Inoculated media were incubated at 37°C for 24-36 h in air.

Bacterial colonies were enumerated and identified using standard
laboratory methods, including MALDI-TOF MS (Bruker UK Ltd). Gram-
negative bacilli that grew on MacConkey or Brilliance ESBL agars were
tested using the BSAC disc diffusion method and ESBL production was con-
firmed using cefotaxime/clavulanate and cefepime/clavulanate combined
disc tests (Total ESBL Confirm Kit, Rosco Diagnostica, Taastrup, Denmark).
When the same ESBL-producing species was isolated at both sampling
times, then only the 2 week post-natal age isolate was characterized.

Identification of resistance genes in ESBL isolates

DNA was released by inoculation of one colony into 100 pL of distilled
water and heating to 100°C for 10 min followed by centrifugation for
1 min. Multiplex PCR assays were used to detect the presence of genes
encoding major B-lactamase families (TEM, SHV, OXA-1/4/30/48, CTX-M
groups 1, 2 and 9, plasmidic AmpCs, VEB, PER, GES, IMP, VIM and
KPC-like),® aminoglycoside-modifying enzymes (APH, ANT and AAC)”/®
and the aac(6')-Ib-cr variant associated with fluoroquinolone resistance.’

All PCRs were carried out using Thermoprime ReddyMix™ PCR Master
Mix (Thermo Scientific, USA). Amplicons were visualized following electro-
phoresis on 1.5% agarose gels containing ethidium bromide at 100 V
for 40 min.

Molecular typing of E. coli

E. coli phylogroup was determined by PCR methods*® and allele-specific
PCR was used to detect the 025b-ST131 subtype.!* Isolates were assigned
to major phylogroups A, B1, B2 or D based on differential amplification of
the ChuA, YjaA and TspE4.C2 DNA sequences. An internal control (TrpA
427 bp) was run with each sample for the 025b-ST131 allele PCR.

Sequence typing of E. coli

E. coli isolates belonging to major extra-intestinal pathogenic (ExPEC) STs
were identified using PCR and specific primers. The STs and product sizes
were: ST131,310 bp; ST127, 404 bp; ST95, 200 bp; ST73, 490 bp; and ST69,
100 bp.*?

Typing of Klebsiella spp. and Enterobacter spp.

Klebsiella pneumoniae were typed using variable-number tandem repeat
(VNTR) analysis'® using loci A, E, H, J, K and D, and three additional loci
(N1, N2 and N4). Enterobacter spp. and Klebsiella oxytoca were typed
using PFGE of Xbal-digested genomic DNA.™

Results

One thousand three hundred and fifteen infants were recruited to
the PiPS study from 24 NNUs in eight networks. Five were with-
drawn, leaving 1310. Stool samples were received at either time
from 1229 infants: from 1186 (94%) of the 1266 infants alive at
2 weeks post-natal age and 1043 (84%) of the 1235 alive at
36 weeks post-menstrual age. Fifteen percent of infants were
transferred to another NNU (usually within the same network)
on more than one occasion and the largest number of transfers
was 12 for a single infant. Transfers outside of networks were
either the result of overloaded capacity in a network or a require-
ment for a surgical or investigational procedure available in a
limited number of centres.

ESBL-producing Enterobacteriaceae were isolated from
67/1229 (5.5%) infants from whom samples were received at

either sampling time or both sampling times (39 infants from
whom 2 week samples were available and 39 infants from
whom the 36 week post-menstrual age sample was available;
for 11 of the infants samples were available from both sampling
times). Two species of ESBL-producing Enterobacteriaceae were
isolated from each of four infants at the same sampling time to
give a total of 71 isolates. Of these, 65 isolates were available
for characterization. These were 33 E. coli, 21 K. pneumoniae, 4
K. oxytoca, 6 Enterobacter cloacae and 1 Enterobacter aerogenes.
Only one colonized infant developed a bacteraemia with an
ESBL-producing K. pneumoniae.

The site distribution and characteristics of ESBL-producing
E. coli isolates are shown in Table 1. ESBL-producing E. coli were
isolated from infants in 18 (75%) of the 24 recruiting units. All
were distinguishable within NNUs by antibiotic resistance pheno-
type, genotype, serogroup (025b), phylogroup or ST. Ten of 33
(30%) E. coliisolates were ST131; of these 10, 9 were ciprofloxacin
resistant and 7 produced CTX-M group 1 enzymes. ST131 isolates
were isolated from NNUs within five of the eight NNU networks
recruiting into the PiPS study. A single ST95 isolate was identified,
but the remaining 22 isolates did not belong to any of the three
other major ExPEC lineages sought (STs 69, 73, 127).

Klebsiella spp. and Enterobacter spp. typing results

ESBL-producing Klebsiella spp. were isolated from infants in eight
(33%) of the 24 recruiting centres. K. pneumoniae was the most
common species isolated, with three clusters of indistinguishable
isolates identified by VNTR analysis. The largest cluster, involving
isolates from five infants, was associated with one NNU (A5).
There was another cluster involving three infants at another
NNU (A1) and two infants at each of two NNUs who were found
to have strains from the widespread clonal complex ST15.%*
Twelve of the 21 K. pneumoniae produced CTX-M group 1
enzymes. Two of the four K. oxytoca isolates were indistinguish-
able by PFGE typing and were associated with two infants in
one NNU.

The PFGE typing of ESBL-producing Enterobacter spp. showed
that five of the six E. cloacae isolates were indistinguishable by
PFGE. This strain has caused an ongoing outbreak in NNU G1
and two of the PiPS study infants colonized with this strain were
recruited at this centre. Both of these infants were re-located to
NNU A3 and subsequently a third infant in NNU A3 was found to
be colonized with the same strain. The other two infants with this
strain had been inpatients in NNU A1, which is in the same net-
work, or NNU D1, which is in the adjacent network to NNU A3.

None of the Enterobacteriaceae recovered was resistant
to carbapenems or carried KPC, IMP, VIM or OXA-48-like
carbapenemases.

Discussion

The primary and secondary outcomes of the PiPS study have
been published elsewhere, including the frequency of carriage
of ESBL-producing Enterobacteriaceae in the probiotic and
placebo groups.’® The overall prevalence of ESBL-producing
Enterobacteriaceae reported in this study (5.5%) is similar to the
figure reported from Germany (5.7%)'® and lower than that
reported in Italy (27.1%).*” We found no evidence to suggest
that there was transmission of ESBL-producing E. coli within
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Table 1. Characteristics of ESBL-producing E. coli

Antibiogram Resistance determinants encoded Molecular typing
aminoglycoside-modifying ST 025b-ST131
Infant Network Unit  CIP/GEN/TOB/CHL B-lactamases enzymes phylotype  PCR allele
1 A Al CIPRGEN® SHV, CTX-M-1 Gp APH(3")-Ia, AAC(6')-Ib-cr B2 ST131 ST131-025b
2 A A2 CIPRTOBR GEN® TEM, CTX-1 Gp ANT(3")-Ia, AAC(3')-IIa NT ST131 NT
3 A Al CIPR GEN® TEM AAC(6')-Ib-cr B2
4 A A1 CIPS GEN® CTX-M-1 Gp B2
5 A A2 CIPS GEN® TOBR CHL® CTX-M-1 Gp AAC(3')-Tla B2
6 A A2 CIP® GENS CHLR CTX-M-1 Gp B2
7 A A3 CIPR TOBR GEN® SHV, CTX-M-1 Gp ANT(3")-Ia B2
8 A A4 CIPRGEN® CTX-M-1 Gp B2 ST131 ST131-025b
9 A A5 CIPR GEN® CTX-M-2 Gp, CTX-M-9 Gp A ST131 NT
10 A A5 CIP® TOBR GEN® CTX-M-1 Gp AAC(3')-1a, AAC(6)-Ib B2
11 A A6 CIPS GEN® TEM B2 ST95
12 B Bl  CIP® GEN® TEM, OXA-1/4/30 B2
13 C C1  CIPRTOBR GENF CTX-M-1 Gp AAC(3')-1la B2 ST131 ST131-025b
14 C Cl  CIPR TOBR GENR TEM, OXA-1/4/30, CTX-M-1 Gp AAC(3')-11a B2 ST131 ST131-025b
15 C Cl1  CIP° TOBR GENR TEM AAC(6')-Ib-cr, AAC(3')-11a D
16 C C1  CIPRGEN® TEM B2
17 C C2  CIPRGENR TEM AAC(6')-Ib-cr, AAC(3')-11a D
18 D D1  CIPR GENR TEM, CTX-M-2 Gp ANT(3")-Ia, AAC(3/)-11 B2
19 D D2  CIP® GEN® TEM AAC(6')-Ib-cr B2
20 D D2  CIPR TOBR GEN® SHV, CTX-M-1 Gp ANT(3")-Ia B2
21 D D2  CIP® GEN® SHV, CTX-M-2 Gp, CTX-M-9 Gp A ST131 NT
22 D D1  CIP® GEN® CTX-M-1 Gp ANT(3")-Ia A
23 D D1  CIP® GEN® ANT(3")-Iq, B2
APH(3')-Ia AAC(6')-Ib-cr
24 D D1  CIP® TOBR GENR CTX-M-1 Gp APH(3')-Ia, AAC(6')-Ib-cr, D ST131 NT
AAC(3')-11a
25 E E1  CIP° GENR TEM ANT(3")-Ia, AAC(3')-11a NT
26 E E1  CIPR GEN® SHV, CTX-M-1 Gp B2
27 E E2  CIPR GEN® TEM, OXA-1/4/30, CTX-M-9 Gp AAC(6')-Ib-cr NT ST131 NT
28 E E3  CIP® GEN® TEM ANT(6')-Ia B2
29 F F1  CIPS GEN® CTX-M-1 Gp B2
30 G Gl  CIPR GEN® TEM, SHV, OXA-1/4/30, CTX-M-9 Gp B2
31 G Gl CIPRGEN® CTX-M-1 Gp AAC(3)-Ia, AAC(3')-11a B2 ST131 ST131-025b
32 H H1  CIP® GEN® TEM, CTX-1 Gp B2
33 H H2  CIPR GEN® CTX-M-2 Gp, CTX-M-9 Gp NT

CIP, ciprofloxacin; TOB, tobramycin; GEN, gentamicin; CHL, chloramphenicol; R resistant; °, susceptible; Gp, group; NT, not typeable.

units. Ten of the 33 ESBL-producing E. coli were ST131. There is evi-
dence of worldwide community spread of ST131.“ The H30 clade
is frequently ESBL producing and ciprofloxacin resistant.'® ST131
strains have been associated with transmission within households
and hospitals, but seem to be transmitted more efficiently
amongst household as opposed to hospital contacts.*® All of
the ST131 E. coli strains in this study were phylogroup B2, which
has a propensity to carry a wide range of virulence genes.*®
Even so, there were no ST131 strains associated with episodes
of late-onset infection in the PiPS study.

Carriage of ESBL-producing Enterobacteriaceae by the mother
may be an important risk factor for carriage by the infant.*® The
lack of clustering of individual strains of E. coli within individual

NNUs supports the plausibility of vertical acquisition. By contrast,
there was evidence that other ESBL-producing species (E. cloacae
and Klebsiella pneumoniae) were being transmitted within units
and networks, and across networks.

Conclusions

Despite being present, ST131 strains were not associated with
episodes of late-onset infection in this study. The diversity
of ESBL-producing E. coli strains observed is not consistent
with the view that acquisition is a consequence of horizontal
transmission. The role of vertical transmission requires further
investigation.”®

3of4

9T0Z ‘2T Afenuer uo uopuo Jo A1slBAIUN ‘AN usand e /Bio'sfeulnolpioyxo-Jels:dny woly pepeojumoqd


http://jac.oxfordjournals.org/

Millar et al.

Funding

The PiPS trial was funded by the UK National Institute for Health Research
Health Technology Assessment programme (ISRCTN Number: 05511098;
EudraCT Number: 2006-003445-17).

Transparency declarations
None to declare.

References

1 Bizzaro MJ, Dembry LM, Baltimore RS et al. Changing patterns in neo-
natal Escherichia coli sepsis and ampicillin resistance in the era of intra-
partum antibiotic prophylaxis. Pediatrics 2008; 121: 689-96.

2 Courpon-Claudinon A, Lefort A, Panhard X et al. Bacteraemia caused by
third-generation cephalosporin-resistant Escherichia coli in France: preva-
lence, molecular epidemiology and clinical features. Clin Microbiol Infect
2011;17: 557-65.

3 Cantey JB, Sreeramoju P, Jaleel M et al. Prompt control of an extended-
spectrum B-lactamase-producing Klebsiella pneumoniae in a neonatal
intensive care unit. J Pediatr 2013; 163: 672-9.

4 Petty NK, Ben Zakour NL, Stanton-Cook M et al. Global dissemination of a
multidrug resistant Escherichia coli clone. Proc Natl Acad Sci USA 2014; 111:
5694-9.

5 Birgy A, Mariani-Kurkdjian P, Bidet P et al. Characterization of
extended-spectrum-B-lactamase-producing Escherichia coli strains
involved in maternal-fetal colonization: prevalence of E. coli ST131. J Clin
Microbiol 2013; 51: 1727-32.

6 Dallenne C, Da Costa A, Decré D et al. Development of a set of multiplex
PCR assays for the detection of genes encoding important g-lactamases in
Enterobacteriaceae. J Antimicrob Chemother 2010; 65: 490-5.

7 Noppe-Leclercq I, Wallet F, Haentjens S et al. PCR detection of aminogly-
coside resistance genes: a rapid molecular typing method for
Acinetobacter baumannii. Res Microbiol 1999; 150: 317-22.

8 Leelaporn A, Yodkamol K, Waywa D et al. A novel structure of
Tn4001-truncated element, type V, in clinical enterococcal isolates
and multiplex PCR for detecting aminoglycoside resistance genes.
Int J Antimicrob Agents 2008; 31: 250-4.

9 Wareham DW, Umoren I, Khanna P et al. Allele-specific polymerase
chain reaction (PCR) for rapid detection of the aac(6’)-ib-cr quinolone
resistance gene. Int J Antimicrob Agents 2010; 36: 476-7.

10 Clermont O, Bonacorsi S, Bingen E. Rapid and simple determination of
the Escherichia coli phylogenetic group. Appl Environ Microbiol 2000; 66:
4555-8.

11 Clermont O, Dhanji H, Upton M et al. Rapid detection of the 025b-5T131
clone of Escherichia coli encompassing the CTX-M-15-producing strains.
J Antimicrob Chemother 2009; 64: 274-7.

12 Doumith M, Day M, Ciesielczuk H et al. Rapid identification of major
Escherichia coli sequence types causing urinary tract and bloodstream
infections. J Clin Microbiol 2015; 53: 160-6.

13 Turton JF, Perry C, Elgohari S et al. PCR characterization and typing
of Klebsiella pneumoniae using capsular type-specific, variable number
tandem repeat and virulence gene targets. J Med Microbiol 2010;
59: 541-7.

14 Woodford N, Turton JF, Livermore DM. Multiresistant Gram-negative
bacteria: the role of high-risk clones in the dissemination of antibiotic
resistance. FEMS Microbiol Rev 2011; 35: 736-55.

15 Costeloe K, Hardy P, Juszczak E et al. Bifidobacterium breve BBG-001 in
very preterm infants: a randomised controlled phase 3 trial. Lancet 2015;
doi:10.1016/S0140-6736(15)01027-2.

16 Denkel LA, Schwab F, Kola A et al. The mother as the most important risk
factor for colonization of very low birthweight (VLBW) infants with
extended-spectrum B-lactamase-producing Enterobacteriaceae (ESBL-E).
J Antimicrob Chemother 2014; 69: 2230-7.

17 Mammina C, Di Carlo P, Cipolla D et al. Surveillance of multidrug-
resistant Gram-negative bacilli in a neonatal intensive care unit:
prominent role of cross transmission. Am J Infect Control 2007; 35:
222-30.

18 Nicolas-Chanoine M, Bertrand X, Madec J. Escherichia coli ST131, an
intriguing clonal group. Clin Microbiol Rev 2014; 27: 543-74.

19 Hilty M, Betsch BY, Bogli-Stuber K et al. Transmission dynamics of
extended-spectrum B-lactamase-producing Enterobacteriaceae in the
tertiary care hospital and the household setting. Clin Infect Dis 2012; 55:
967-75.

20 Seale J, Millar M. Perinatal vertical transmission of antibiotic resistant
bacteria: a systematic review. BJOG 2014; 21: 923-8.

4of 4

9T0Z ‘2T Afenuer uo uopuo Jo A1slBAIUN ‘AN usand e /Bio'sfeulnolpioyxo-Jels:dny woly pepeojumoqd


http://dx.doi.org/10.1016/S0140-6736(15)01027-2
http://dx.doi.org/10.1016/S0140-6736(15)01027-2
http://dx.doi.org/10.1016/S0140-6736(15)01027-2
http://jac.oxfordjournals.org/


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile ()
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.5
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo false
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings false
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Preserve
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
    /Courier
    /Courier-Bold
    /Courier-BoldOblique
    /Courier-Oblique
    /Helvetica
    /Helvetica-Bold
    /Helvetica-BoldOblique
    /Helvetica-Oblique
    /Symbol
    /Times-Bold
    /Times-BoldItalic
    /Times-Italic
    /Times-Roman
    /ZapfDingbats
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 175
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50286
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG2000
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 20
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 175
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50286
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG2000
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 20
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages true
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 175
  /MonoImageDepth 4
  /MonoImageDownsampleThreshold 1.50286
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects true
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /ENU ()
  >>
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [612.000 792.000]
>> setpagedevice


